SEQUENCE LISTING 
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<170> CuraGen Patent Formatter Version 0.9 

<210> 1 
<211> 51 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43921971 
<400> 1 

gggtttgtat tggcgcacca agatccccaa cagccagtgt gtgtttccca t 51 

<210> 2 
<211> 51 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> allele 
<222> (26) . . . (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43336508 
<400> 2 

ccaggctact agaatgtttc agtggtattc aatcaaccca aagatgtaat g 51 

<210> 3 
<211> 50 
<212> DNA 

<213> Homo sapiens 




<220> 
<221> 
<222> 
<223> 



allele 
(26) ... (0) 

single nucleotide polymorphism 



<221> misc__f eature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<221> rni s c_f eature 
<222> (0) . . . (0) 

<223> Accession number cg43314087 
<400> 3 

atgggttttt ttgtttttgt ttttgttttt ttttaaaggc aaaggggtct 50 

<210> 4 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

§==■■ <221> misc_f eature 
[Q. <222> (25) . . . (26) 

U. <223> Nucleotide deleted between bases 25 and 26 

fit. 

VI <221> misc_feature 
^" <222> (0) . . . (0) 

^ <223> Accession number cg43314087 
<400> 4 

TU tttgtttttg tttttgtttt tttttaaagg caaaggggtc tgaagagatg 50 

I y 

□ <210> 5 
q <211> 50 

<212> DNA 

<213> Homo sapiens 

<220> 

.<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43132502 



<400> 5 

catgaggtgg cacgaggcag gagttgcgat gccacctggg ggtcacattg 



50 



<21C> 6 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<220> 

<22I> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43988460 
<400> 6 

acataatttg taccaaaaaa aaaaagaaag gaaagaaagg ggtggcctga 

<210> 7 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) . . . (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43988460 
<400> 7 

taccaaaaaa aaaaaggaaa ggaaaaaaag gggtggcctg acactggtgg 

<210> 8 
<211> 50 
<212> DNA 

<213> Homo sapiens - 
<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43982945 



<400> 8 

gacacatgtc aggctggggc agcagcactc tgatcagcac caggtcccga 

<210> 9 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 

<222> (26) . . . (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43266931 
<400> 9 

gggcgctagc gggggtgcac ggcggccggt aggccgccag gatctcggcg 

<210> 10 

<211> 50 

<212> DNA 

<213>' Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43321451 
<400> 10 

gaaggcacac acacacacac acacaagcaa aagctaaatc atcacccgcg 

<210> 11 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 



<223> Accession number cg43933757 
<400> 11 

tcatctccct gcaacctccg cctcccgggt tcaagcgatt cttgtgcctc a 

<210> 12 
<211> 51 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> allele 
<222> (26) . . . (C) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . (0) , 

<223> Accession number cg43933757 
<400> 12 

ccgcctcctg ggttcaagcg attctcgtgc ctcagcctcc caagcagctg g 

<210> 13 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 

<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43933757 
<400> 13 

tccaactcct gacctcaggt aatccacctg ccttggcctc ccaaagtgct g 

<210> 14 
<211> 50 
<212> DNA 

<213> Homo sapiens - 
<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<221> misc__f eature 
<222> (0) . . . (0) 

<223> Accession number cg42185571 



<400> 14 

cttagctcta cgatttaaat ccatggtcca agggggaaaa catattatat 

<210> 15 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg42185571 
<400> 15 

taatatagat agtgttcagt agcagataga atgaacataa actattagtt 

<210> 16 
<211> 51 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43947909 
<400> 16 

gaattgtcca gaagacttgg ctcagttgga ggagctgata gacatggctg t 

<210> 17 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43143315 
<400> 17 

gtgtgtgtgt ctgtgtgtgt gtgtcggtgt atgtgtgtgt gggttctaat g 



<210> 18 

<211> 51 

<212> DNA 

<213> Homo sapiens 
<220> 

<221> allele 

<222> (26) . . . (G) 

<223> single nucleotide polymorphism 

<221> misc_f eature 
<222> (0) . . . (0) 

<223> Accession number ccj43327428 
<400> 18 

agcaggctgg .cctatgtggt ctaaggttca gcctgaaact catagacact g 

<210> 19 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg32296860 
<400> 19 

cagcactttg ggaggccgag gcgggcggat cacccgaggt caggagttcg a 

<210> 20 
<211> 50 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg32296860 
<400> 20 

ttgggaggcc gaggcgggtg gatcaccgag gtcaggagtt cgagaccagc 



<210> 21 



<211> 50 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg32296860 
<400> 21 

gggaggccga ggcgggtgga tcaccgaggt caggagttcg agaccagcct 

<210> 22 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> ("0) ... (0) 

<223> Accession number cg32296860 
<400> 22 

cgggtggatc acccgaggtc aggagatcga gaccagcctg gccaacatgg t 

<210> 23 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg32296860 
<400> 23 

caacatggtg aaaccctgtc tctaccaaaa atacaaaaat tagctgggtg c 

<210> 24 
<211> 51 
<212> DNA 



<213> Homo sapiens 



<220> 

<221> allele ' 
<222> (26) . . . (0) 

<223> single nucleotide polymorphism 

<221> misc__f eature 
<222> (0) . . . (0) 

<223> Accession number cg43264442 
<400> 24 

ggggcgcggg tggagaagct gcggcggcgc ggcccgtagg aaggtgctgt 

<210> 25 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

• <223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43264442 
<400> 25 

aggaaggtgc tgtccgaacg atcggaatag gagcggtccc tgcgcttgct 

<210> 26 
<211> 50 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> allele . 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (25) . . . (26) . 

<223> Nucleotide deleted between bases 25 and 26 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43998926 
<400> 26 

gaacccaaga gccactgata actggacaat ccaatgaaac agaggaagca 

<210> 27 
<211> 51 
<212> DNA 

<213> Homo sapiens 



<220> 

<221> allele 

<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg4 3998 92 6 
<400> 27 

ctcaggctga gttgcctcca gtcttgggaa tgtcatctta tactggtact g 

<210> 28 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43941594 
<400> 28 

ggttataaaa atagataact cgcagggtca taaatatcta cagttagtag a 

<210> 29 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) ... (0) 

<223> Accession number cg43962927 
<400> 29 

gccactccct gctccctgcc tgagcaccat tcgcagtctt gtttcctgtt t 

<210> 30 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 
<221> misc feature 



• <222> (0) . . . (0) 
<223> Accession number cg43991661 

<400> 30 

cttgtttatt atctatcata gacatgaaga tgatcatagt taataccaat t 

<210> 31 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43991661 
<400> 31 

^ . actgttttag gcccaatatt gatatgttaa atgaaggtat cagagaatct t 

<210> 32 

<211> 51 
M< <212> DNA 
f!3; <213> Homo sapiens 

fjj: <220> 

it <221> allele 

^ <222> (26) ... (0) 

<223> single nucleotide polymorphism 



<400> 32 

ctaaagattt catgtcttca gtggagctgg catactgtaa ttgctatgtg g 

<210> 33 
<211> 51 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43310449 



<221> 
<222> 
<223> 



misc_f eature 
(0)...(0) 

Accession number cg43310449 



<400> 33 

actggcatac tgtaattgct atgtgaaact taatataacc tcaacagcag c 




<210> 34 

<211> 51 

<212> DNA 

<213> Homo sapiens 



<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43984524 



<400> 34 

tcaatgaggc tttctattaa tttcccttaa aagcaatggt tattattgaa a 



<210> 35 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 
W <221> allele 
\- <222> (26) ... (0) 

M- <223> single nucleotide polymorphism 

hi <221> misc_feature 

m. <222> (0) . . . (0) 

[T <223> Accession number cg'43248101 

f s <400> 35 

f~" ggccctgaat gttatgaagg tttgaagtca gcctacagat aacaggatta t 











<210> 


36 


ru' 


<211> 


51 


: i 


<212> 


DNA 




<213> 


Homo 



sapiens 



<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 



<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43974968 
<400> 36 

cagtggctca cgcctataat cccagaactt tgggaggcca aggcaggagg a 

<210> 37 

<211> 51 

<212> DNA 

<213> Homo sapiens 



<220> 



<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_f eature 
<222> (0) ... (0) 

<223> Accession number cg43074195 
<400> 37 . 

cagctgaagg agataattgg tgtgagcaga agctgaaagc ttctaatgga g 

<210> 38 

<211> 51 

<212> DMA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) (0) 

<223> Accession number cg43074195 
<400> 38 

attggtgtga acagaagctg aaagcatcta atggagacac tcctacacat g 

<210> 39 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43074195 
<400> 39 

aacagaagct gaaagcttct aatggggaca ctcctacaca tgaagacttg a 

<210> 40 
<211> 51 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 



<223> Accession number cg43074195 



<400> 40 

tgaaagcttc taatggagac actccaacac atgaagactt gaccaagaac a 

<210> 41 

<211> 50 

<212> DKA 

<213> Honio sapiens 
<220> 

<221> allele 

<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<221> misc_feature 
<222> (0) ... (0) 

<223> Accession number cg43988092 
<400> 41 

tagcgataca aatatatata tatattttat ccaaaaatat gttttataca 

<210> .42 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43953517 
<400> 42 

aagttcttgt agtaggtagg gggtattact agggatatct gtggcatgat t 

<210> 43 
<211> 51 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> allele 
<222> (26) . . . (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43953517 



<400> 43 

tgtagtaggt agggggtact actagcgata tctgtggcat gattatgcat 

<210> 44 

<211> 50 

<212> DNA 

<213> Komo sapiens 

<22C> 

<221> allele 

<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43953517 
<400> 44 

atatctgtgg catgattatg cattcgtagt attatttaat taatttgggg 

<210> 45 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43953517 
<400> 45 

gtagtattat ttaattaatt tgggggtcat tttgcttcct tttctttatg 

<210> 46 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_f eature ■ 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<221> misc_feature 
<222> (0) . . . (0) 




<223> Accession number cg43953517 
<400> 46 

aattaatttg gggttcattt tgcttctttt ctttatgctt agattatctt 

<210> 47 
<211> 50 
<2I2> DNA 

<213> Homo sapiens 
<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43953517 
<400> 47 

attaatttgg ggttcatttt gcttcttttc tttatgctta gattatctta 





<210> 


48 




<211> 


51 




<212> 


DNA 




<213> 


Homo sapiens 




<220> 






<221> 


allele 




<222> 


(26). ..(0) 




<223> 


single nucleotide polymorphism 


i y 
f% 


<221> 


misc feature 




<222> 


(0) . . . (0) 




<223> 


Accession number cg43290087 



<400> 48 

cctaacctct tggtaacggt agtcccgaga gttcgcagtg tcagtgaaat 

<210> 49 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 

<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 

<222> (0) . . . (0) 

<223> Accession number cg43294632 



<400> 49 

agtagagagt aggggtaaaa gctgggcatt gcaaaaggat tggtttaaga a 

<210> 50 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43056971 
<400> 50 

gttatttgaa aaatacctat tttttccaaa gtgtgtaaaa gattgttttg 

<210> 51 

<211> 51' 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43976227 
<400> 51 

ttcatgtgca agctaagtta ttcctatggt caatcctctc catcttctgg t 

<210> 52 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43994600 
<400> 52 

ccttgttccc actctccttc atatctaagt catcaaacat ctgaatgaga g 



<210> 53 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 

<222> (26) ... (0) 

<223:> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43925670 
<400> 53 

atgttcttgt atttttttcc catctctaca gacataagtg agcctcactg g 

<210> 54 

<211> 51 

<212> DNA 

<213> Homo sapiens 

few 

<220> 
V <221> allele 
M <222> < 26 ) • • • (0) 

frj <223> single nucleotide polymorphism 

Jit <221> misc_feature 

<222> (0) . . . (0) 
^ <223> Accession number cg43925670 

. <400> 54 

M. tgtatttttt tcccatcttt acagatataa gtgagcctca ctggaaattt t 

PH- <210> 55 

» <211> 51 

^ <212> DNA 

= ^ <213> Homo sapiens 

<220> 

<221> allele 

<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43925670 
<400> 55 

catctttaca gacataagtg agccttactg gaaatttttt caacagtagt c 

<210> 56 

<211> 51 

<212> DNA 

<213> Homo sapiens 




<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43925670 



<400> 56 

tacagacata agtgagcctc actgggaatt ttttcaacag tagtccagat c 





<210> 


57 




<211> 


51 




<212>' 


DNA 




<213> 


Homo sapiens 




<220> 






<221> 


allele 




<222> 


(26) ... (0) 




<223> 


single nucleotide polymorphism 


f ^ 


<221> 


misc feature' 


, :=!• ■ 
tjj. 


<222> 


(0)...{0) 




<223> 


Accession number cg43925670 


M 

f n 


<400> 


57 




cataagtgag cctcactgga aatttcttca acagtagtcc 




<210> 


58 




<211> 


51 




<212> 


DNA 




<213> 


Homo sapiens 


f j \ 


<220> 




= y 


<221> 


allele 




<222> 


(26). ..(0) 




<223> 


single nucleotide polymorphism 




<221> 


misc feature 




<222> 


(0) . . . (0) 




<223> 


Accession number cg43925670 




<400> 


58 



ccagatcttg agatcttcag aaatgtagga atcaatgctt atttgtgtga g 



<210> 59 

<211> 51 

<212> DNA 

<213> Homo sapiens 



<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 



<221> misc feature 




<222> (0) . . . (0) 

<223> Accession number cg42489232 
<400> 59 

atttttagta gagacaaggt tttgctatgt tggccaggct ggtctcgaac t 

<210> 60 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg42489232 
<400> 60 

gtagagacaa ggttttgcca tgttgcccag gctggtctcg aactcctgac c 



. 

i: t 


<210> 


61 


^J' 


<211> 


51 




<212> 


DNA 


LIS: 


<213> 


Homo sapiens 


[; i;- 


<220> 






<221> 


allele 




<222> 


(26). ..(0) 




<223> 


single nucleotide polymorphism 




<221> 


misc feature 




<222> 


(0)...(0) 


ft ! 
s w ' 


<223> 


Accession number cg42489232 . 




<400> 


61 



tttgccatgt tggccaggct ggtcttgaac tcctgacctc aagcgatccg c 

<210> 62 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43926168 



<400> 62 

gaagggctct ccttcacggg gactgaaaaa aaaaatcatg aaatcctaat 

<210> 63 

<211> 50 

<212> DNA 

<2I3> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism" 

<221> misc_feature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43926168 
<400> 63 

ccttcacggg gactgaaaaa aaaaatcatg aaatcctaat tttcattttc 

<210> 64 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43336163 
<400> 64 

agccgggaat gctgctgctg ctgctactgc tgctgctgct gctgggggga t 

<210> 65 
<211> 51 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43987164 



<400> 65 



agggcagccc ctcagaagcc ttcccagcag atccggggac cccgttctgg t 



<2I0> 66 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc__f eature 
<222> (0) ... (0) 

<223> Accession number cg43119489 
<400> 66 

tttttcatcc tatcaattga atgtgccttg aaaaatccag caagagcggg g 

<210> 67 

<211> 51 

<212> DNA 

<213> Homo' sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) ... (0) 

<223> Accession number cg43957170 
<400> 67 

ctactaaaaa tacaaaaaat tagccaggcg tggtggcgca tgcctgtagt c 

<210> 68 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43957170 
<400> 68 

acaaaaaatt agccgggcgt ggtggtgcat gcctgtagtc ccagctactc g 

<210> 69 

<211> 51 

<212> DNA 

<213> Homo sapiens 



<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43957170 
<400> 69 

aaaattagcc gggcgtggtg gcgcacgcct gtagtcccag ctactcggga g 



<210> 70 
<211> 50 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 



<221> misc_feature 
y <222> (25) . . . (26) 

M- <223> Nucleotide deleted between bases 25 and 26 



<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg38438124 





<400> 70 


5 . 

r *** 


actttgtgta 


zz: s, 

I L? : 


<210> 71 




<211> 50 


f =; 


<212> DNA 




<213> Homo 



<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 



<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg38438124 
<400> 71 

tttgtgtata tgtgtgtgtg tgtgtttggg ggggggtgag tgtgtgcgcg 



<210> 72 
<211> 51 



<212> DNA 

<213> Homo sapiens 



<220> 

<221> allele 

<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> ir.isc_feature 
<222> (0) . . . (0) 

<223> Accession number cg42923882 
<400> 72 

agtgggcagg gaccctggga gcctcaattc tcaatgcccc accctttacc t 

<210> 73 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43948037 
<400> 73 

aaagttctcg aaatgcttca tccccaacaa agcaaatttc atgtccgtca g 

<210> 74 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature - 
<222> (0) . . . (0) 

<223> Accession number cg43948037 
<400> 74 

ctgttgcttt ccctggggtg tccagactca ccaggggagt cagaatcttc t 

<210> 75 

<211> 51 . 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 



<223> single nucleotide polymorphism 



<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43948037 
<400> 75 

tccctggggt gtccaggctc accagcggag tcagaatctt ctggttctcc 

<210> 76 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 

<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43948037 
<400> 76 

tgtccaggct caccagggga gtcaggatct tctggttctc ccttttcatc 

<210> 77 
<211> 51 
<212> DNA 

<213> Homo sapiens . 
<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43948037 
<400> 77 

caccagggga gtcagaatct tctggctctc ccttttcatc aagtcttcta 

<210> 78 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg42703622 



<400> 78 

tgtgggttga cagattttta aaatacaatt tagagtattt ggggttttgt t 

<210> 79 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 

<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43336176 
<400> 79 

tgctgctgct gctgctgctg gggggatcac agaccatttc tttctttcgg 

<210> 80 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43982923 
<400> 80 

acgcaggggt ccccgcggcc gccgcaatgc agaaatacga gaaactggaa a 

<210> 81 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43265203 
<400> 81 

acattcaagc tcggtgttgt ttcacccgcg tgcgccccgg ctgcggcggt g 



<210> 82 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) . , . (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43966625 
<400> 82 

cgctgcccgc gcggggacca caacccaagt cgcggccgcc gcagccatgc g 

<210> 83 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg44004317 
<400> 83 

caccacgatg cggaccccac tgcccagctc gacctcctcg ggagggggcg c 

<210> 84 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc__feature 
<222> (0) . . . (0) 

<223> Accession number cg43925424 
<400> 84 

tcggcgcaca gtcgctgctc cgcgctcgcg cccggcggcg ctccaggtgc t 

<210> 85 

<211> 51 

<212> DNA 

<213> Homo sapiens 



<220> 

<221> allele 
<222> (26) ... (0) 
<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg44002977 
<400> 85 

tagaggacca cagggtgcag agaggatgtc ctgagggtcc ttcctaagag c 

<210> 86 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg27803682 
<400> 86 

ttgagcctcc aggcttctcc ttgacatcat tcctctcctt ccttgctgca a 

<210> 87 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43971768 
<400> 87 

gaactgcagt catgcacagc tggcggccag ccaaaggcat tttactgagc a 

<210> 88 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) . . . (0) 

<223> single nucleotide polymorphism 



<221> misc feature 



<222> (0) . . . (0) 

<223> Accession number cg43987181 
<400> 88 

aagcttagta ctaaaaagtc aaaatatttt tgcatgatag aggagtgtaa 

<210> 89 

<211> 51 

<212> DNA 

<213> Komo sapiens 

<220> 

<221> allele 

<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43263644 
<400> 89 

gccgggacag tgttgtacag tgtttcgggc atgcacgtga tactcacaca 

<210> 90 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg44131079 
<400> 90* 

cggtgatatt acaaaacaat gaatttggaa ctattataga ttgggcacct 

<210> 91 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg44031914 



<400> 91 

gcacagggga gtgagggcag ggcgcccgca- gggggcacgc agggagggcc 




<210> 92 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 





<221> 


misc feature 




<222> 


(0) . . . (0) 




<223> 


Accession number cg43932550 




<400> 


92 




catcatagaa ctccttgtgg atctcataga gctcaggcac 




<210> 


93 




<211> 


51 




<212> 


DNA 




<213> 


Homo sapiens 




<220> 




fed 


<221> 


allele 


<222> 


(26)... (0) 


= S 


<223> 


single nucleotide polymorphism 


LLr 


. <221> 


misc feature 


I : I? 


<222> 


(0)...(0) 




<223> 


Accession number cg43932550 




<400> 


93 


M 


gacaggaccc attttctcat ctccaggccc ttttccaagt 


M 


<210> 


94 


ru- 


<211> 


51 


IF; 

i U; 


<212> 


DNA 




<213> 


Homo sapiens 


f 1 


<220> 






<221> 


allele 




<222> 


(26) ... (0) 




<223> 


single nucleotide polymorphism 




<221> 


misc feature 




<222> 


(0) . . . (0) 




<223> 


Accession number cg43967268 




<400> 


94 



acggagaaag gagcagctga aagtgacctg gactccagcc ctggctgttg t 

<210> 95 
<211> 50 
<212> DNA 

<213> Homo sapiens 



<220> 



<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_f eature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43920534 
<400> 95 

cgtcactatg tacttggttt tgcgcttttt ttccttaaaa aaaaaaggcc 

<210> 96 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

'<221> misc_f eature 
<222> (0) . . . (0) 

<223> Accession number cg43920534 
<400> 96 

cttcataaaa ccaatcgaga gagagggact taaaatcctg cttaccaaaa 

<210> 97 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 

<222> (26) ... (0) 

<223> single .nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43926887 
<400> 97 

attgttttca acatgaagta aagaaaaacg ttgaggcctt tactattagc t 

<210> 98 

<211> 51 

<212> DNA 

<213> Homo sapiens 



<220> 

<221> allele 

<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) ... (0) 

<223> Accession number cg43926887 
<400> 98 

gtctaatact cctgggagga aggaaaatat ctatctagta agaattttaa 

<210> 99 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43088901 
<400> 99 

gagcaccgtg tcaagctgct ctgagtcaca gtgggatgaa ccagccgggg 

<210> 100 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43920213 
<400> 100 

gtgagccata atatgatggc cagcagtggc gctgccttcc acccatggtg 

<210> 101 

<211> 50 

<212> DNA 

<213> Homo sapiens 



<220> 



<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_f eature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<221> mi sc_ feature 
<222> (0) ... (0) 

<223> Accession number cg43969348 
<400> 101 

tgggggaaat gggcctcttg ggggttcact gcacggcttg ttcattggca 

<210> 102 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43966692 
<400> 102 

tacgaattgg catatttgtt tattttcagt ttgtgaaaat gtccttaatt 

<210> 103 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43265754 
<400> 103 

cgagaccagc ctggccaaca tggtgcaacc ccatctctac taaaaataca 

<210> 104 

<211> 51 

<212> DNA 

<213> Homo sapiens 



4 



<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43265754 
<400> 104 

ccaacatggt gaaaccccat ctctattaaa aatacaaaaa ttagccgggc g 

<210> 105 
<211> 51 
<212> DNA 
<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43922227 
M' <4 00> 105 

CO atgttgtgtt gggtccccag attcctattt gattttcttg catcattttc t ' 

i-iJ ■ 

PJ; <210> 106 

tl <211> 50 

* m <212> DNA 

t ^ <213> Homo sapiens 

tt. <220> 

[y <221> allele 

<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43927549 
<400> 106 

gtaagcagca cactaggagg cccagcgcag gcaaagagaa gatggtgctg 

<210> 107 
<211> 51 
<212> DNA 

<213> Homo sapiens 



Fit 



<220> 



<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_f eature 
<222> (0) . . . (0) 

<223> Accession number cg43957486 
<400> 107 

tgtatcatag aaatgtaact tttgtgagac aaaggttttc ctcttctatt t 

<210> 108 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43973080 
<400> 108 

gacactagga atttcttaaa aagaagatgt tggaagcaga acacttacta 

<210> 109 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

.<221> allele 
<222> (26) . . . (0) 

<223> single nucleotide polymorphism 

<221> misc_feature - 
<222> (0) . . . (0) 

<223> Accession number cg42914441 
<400> 109 

ctctgacctg agtctttgtt ttaaggagta tttgtcttcc tttgtctaat g 

<210> 110 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 



<223> single nucleotide polymorphism 



<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43942318 
<400> 110 

ggacaccctc ggaccctcga aaacgtctca ggagctatga agacatgatt 

<210> 111 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43929933 
<400> 111 

caggccaggc ctgtgtgtcc acctggacag gcattctcct tgttccagaa 

<210> 112 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43929933 
<400> 112 

cgcagcccca agtgtcaaca aggggttcaa taaggctttc tgggagccac 1 

<210> 113 

<21"1> 50 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 



<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43929933 
<400> 113 

ctggcagctg gtgggatgga aggggaggtg gaaaagggca gaggaaatgg 

<210> 114 
<211> 51 
<212> 'DNA 

<213> Homo sapiens 
<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43070037 
<400> 114 

aggtcaggag tttgagacca gcctaaccaa catggtgaaa ccccatctct 

<210> 115 
<211> 51 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43070037 
<400> 115 

ggtcaggagt ttgagaccag cctaggcaac atggtgaaac cccatctcta 
<210> 116 

<211> 51 - 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43070037 
<4 00> 116 

gtgggtgcct gtaatcccag ctacttggga ggctgaggca ggagaatcac 



• * 



<210> 117 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> " 
<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> rnisc_f eature 
<222> (0) . . . (0) 

<223> Accession number cg43070037 
<400> 117 

atcccagcta ctcgggaggc tgaggtagga gaatcacctg aacctaggag g 





<210> 


118 




<211> 


51 




<212> 


DNA 




<213> 


Homo . sapiens 


□ 






<220> 






<221> 


allele 


M. 


<222> 


(26) . . . (0) 


CO 


<223> 


single nucleotide polymorphism 


y 


<221> 


misc feature 




<222> 


(0) . . . (0) 




<223> 


Accession number cg43070037 


3 


<400> 


118 



M tcccagctac tcgggaggct gaggcgggag aatcacctga acctaggagg c 

"Jf\ <210> 119 

— . <211> 51 

^ <212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43123664 
<400> 119 

agtacgccag cccgggggcg ccccgcatgt acatgttcca cgcgggattc c 

<210> 120 

<211> 42 

<212> DNA 

<213> Homo sapiens 



<220> 

<221> allele 

<222> (17) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg21428405 
<400> 120 

nacgcgttgg cgtcgtcctc gttgagctca tcaatccacc ac 

<210> 121 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43982633 
<400> 121 

acacagcccc agtttgcttt acagcgcaag ttacaaactg tccctttaaa 

<210> 122 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 

<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43054268 
<400> 122 ■ 

tctagatatt taactgaccc actatttcct caaggatact gcatttggac 

<210> 123 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 



<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<221> misc feature 
<222> (0) .7. (0) 

<223> Ac:cession number cg43054268 
<400> 123 

gactatatga tcaaagcctt atagcaaaaa aattttttaa tatttgcaaa 



<210> 


124 


<211> 


51 


<212> 


DNA 


<213> 


Homo sapiens 


<220> 




<221> 


allele 


<222> 


(26) ... (0) 


<223> 


single nucleotide polymorphism 


<221> 


misc feature 


<222> 


(0)...(0) 


<223> 


Accession number cg43943775 


<400> 


124 



"tgaagattac ccccacacct gtgtggcaag tgatcaaaaa ggaacaggac 

<210> 125 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg42886565 
<400> 125 

ggcaacaaaa gcgaaactcc atctcaaaaa aaagagctat aggatcttta 

<210> 126 

<211> 50 

<212> DNA 

<213> Homo sapiens 



<220> 

<221> allele 

<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (25) . . . (26) 

<223> Nucleotide deleted, between bases 25 and 26 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg42886565 
<400> 126 

aagcgaaact ccatctcaaa aaaaagagct ataggatctt tacaatatat 

<210> 127 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 

<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg42886565 
<400> 127 

tcctctgtct gctggctggc cgcgtatatg aagaagacta attggacaca g 

<210> 128 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg42886565 
<400> 128 

gcgtgtatga agaagactaa ttggatacag agccgtgatg aattaaagtc t 

<210> 129 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 



<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43307001 
<400> 129 

gcctcccggg ttcaagtgat tctcccgcct cagcctccca gtagctggga 



<210> 


130 


<211> 


51 


<212> 


DNA 


<213> 


Homo sapiens 


<220> 




<221> 


allele 


<222> 


(26)... (0) 


<223> 


single nucleotide polymorphism 


<221> 


misc feature 


<222> 


(0) . . . (0) 


<223> 


Accession number cg43307001 


<400> 


130 



ggggtttcac catgttggcc aggctagtct cgaactcctg acctcaagtg a 

<210> 131 
<211> 51 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> allele. 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43307001 
<400> 131 

atgttggcca ggctggtctc gaacttctga cctcaagtga tccgcccacc t 

.<210> 132 
<211> 51 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43047341 



<400> 132 

ggtggatcac ctgaggtcac gagtttgaga ccagcctgac caacatggag 

<210> 133 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_f eature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<221> misc_f eature 
<222> (0) . . . (0) 

<223> Accession number cg43965652 
<400> 133 

tccatttctt tttctttttt ttttttaagt gagactacat tggcaaatgg 

<210> 134 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43965652 
<400> 134 

ccatttcttt ttcttttttt tttttaagtg agactacatt ggcaaatggg 

<210> 135 
<211> 50 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 
<221> misc feature 



<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<221> misc_feature 
■ <222> (0) . . . (0) 
<223> Accession number cg43965652 

<400> 135 

ttccaaacat caaatgaagg gggataatgg ttaccactat cgttttcaac 

<210> 136 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 

<222> (26) ... (0) 

<223> single nucleotide ' polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43985709 
<400> 136 

agctcacttt ggcccttctc cacccgtccc aaccccattg ctaacaacat 

<210> 137 
<211> .50 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg44027791 
<400> 137 

gccacagggc tcctttccac cagggcccag ggaggacaca ggtgggggac 

<210> 138 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 



<221> misc_f eature 
<222> (0) . . . (0) 

<223> Accession number cg44027791 
<400> 138 

tcttcagggc ctcccgccgc agttgacctt acaagttctt cgtgaccagg t 

<210> 133 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) ... (0) 

<223> Accession number cg44027791 
<400> 139 

aagggttccc acgcgtcctg gtttaaaacg tctcattggg cacggccagt g 

<210> 140 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg44027791 
<400> 140 

gtcctggttt agaacgtctc attggcacgg ccagtgtcca cagtctgggc 

<210> 141 
<211> 50 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> allele 
<222> (26) . . . (.0) 

<223> single nucleotide polymorphism 
<221> misc feature 



<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43984418 
<400> 141 

tatgcaatgt tcagcatttt ttttttcaca gcactagaga ccctgttaaa 

<210> 142 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_f eature 
<222> (0) . . . (0) 

<223> Accession number cg43984418 
<400> 142 

catttttttt tttcacagca ctagaaaccc tgttaaatag gggatatgag 

<210> 143 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43945210 
<400> 143 

cagacagaca caaggttctt tttttgtttg ttttgttttt cctcgccaac 

<210> 144 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 



<221> misc_f eature' 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<221> misc_f eature 
<222> (0) . . . (0) 

<223> Accession number cg43917396 
<400> 144 

taggggctga aacgcagtcg gggccggcac tgcccaggaa gggactccgg 

<210> 145 
<211> 51 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43949162 
<400> 145 

tagacaatac catctctagg aacacgctgt cactcacaca tggatgtgtt g 

<210> 146 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg41653463 
<400> 146 

tgtgcgtgcg tgtgtgtgtg tgtgttgtat cgtgtgtgtg tgttttgttt 

<210> 147 

<211> 50 

<212> DNA 

<213> Homo sapiens 



: s 



<220> 

<221> allele 



<222> (26) ... (0) 

<223> single nucleotide polymorphism 



<221> misc_feature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg41653463 
<400> 147 

gtgcgtgcgt gtgtgtgtgt gtgtggtatc gtgtgtgtgt gttttgtttt 

<210> 148 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 

<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43285429 
<400> 148 

cccagtcaag ataaggagga tcccaacagc tcccctccga ggttgggctc 

<210> 149 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43918636 
<400> 149 

agcagcagct gttggagtag aaccgagtcc agggcgcgac catcttcatc 

<210> 150 
<211> 50 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 



<221> misc_feature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg44005525 
<400> 150 

taagcagctc tcttctgtga cagacaatca tgtaagaact gtgaaacccc 

<210> 151 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) . . . (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg44005525 
<400> 151 

gacaaatcat gtaagaactg tgaaaaccca gtttatgtag cgtatctctt c 

<210> 152 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg40986905 
<400> 152 

atttttagta gagacggggt ttcactgtgt tagccaggat ggtctcgatc t 

<210> 153 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 



<221> misc feature 



<222> (0) . . . (0) ' 

<223> Accession number cg43303871 
<400> 153 

aataagggag aactactatt ttttttaaga tctcaaaata attaataata a 

<210> 154 
<211> 51 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_f ea'ture 
<222> (0) . . . (0) 

<223> Accession number cg43303871 
<400> 154 

aataagggag aactactatt ttttttaaga tctcaaaata attaataata a 

<210> 155 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 

<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43918386 
<400> 155 

cttctacccc atgggtaaat gtattcacat attaccaaga gaagaagcac a 

<210> 156 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43923712 
<400> 156 

aggaatcctg gacaggagtt ttctgtagag gcgtttaaaa ccctaccgaa t 



<210> 157 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 

<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43936083 
<400> 157 

gctaactggt gacagttata aaaacgcaaa aaggagcctg ggaaacagca 

<210> 158 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43936393' 
<400> 158 

aaaaacaagt ttcagtaaaa aaaaaactaa aacaaacact gaagtagagt 

<210> 159 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 

<222> (26) . . . (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43936393 



<400> 159 



aaaacaagtt tcagtaaaaa aaaaactaaa acaaacactg aagtagagtt 



<210> 160 

<211> 51 

<212> DNA 

<213> Homo sapiens 
<220> 

<221> allele 

<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_f eature 
<222> (0) . . . (0) 

<223> Accession number cg43940465 
<400> 160 

actgtattat ttatttacat gggctaaaag caaagaaaaa tgagtccctt c 

<210> 161 
<211> 50 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43940880 
<400> 161 

tagtttgtaa gaactgtaca aaaaatgctt ctggagattt ctttggcaga 

<210> 162 
<211> 51 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43950657 
<400> 162 

tttgggatcc tgatcaattc tttctaatgt tgttgaaaat gacaaagttg g 



<210> 163 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 

<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43950657 
<400> 163 

cagctgccaa aaccgtgtgt gcaagggcgc gacctaaggg gacattcttg 

<210> 164 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43973740 
<400> 164 

tgaagcaaac aaacaaacaa aaaaaggaga gcttcattag tagccaagat 

<210> 165 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 

<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
. <222> (0) . . . (0) 

<223> Accession number cg43980521 
<400> 165 

gcgcatgggt ccctccagga aggctgggtt agagtcccag ggtggtcccc 

<210> 166 
<211> 51 



<212> DNA 

<2I3> Homo sapiens 



<220> 

<221> allele 

<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> • mis cofeature 
<222> (0) . . . (0) 

<223> Accession number cg43980521 
<400> 166 

ccctcagctt tggggggtcc ttcctaaagg ggcttccctt ggcagaaggg g 

<210> 167 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number .cg43980521 
<400> 167 

agcatcttga tctagaggac tgaggacagc cccatcaggc tggggccctg g 

<210> 168 
<211> 51 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_f eature - 
<222> (0) . . . (0) 

<223> Accession number cg44019839 
<400> 168 

agctacacag aggaaataac ttaggcactt tctgtttttt taaaaaaaat a 

<210> 169 
<211> 51 
<212> DNA 

<213> Homo sapiens' 
<220> 

<221> allele 
<222> (26) . . . (0) 



<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg44021891 
<40C> 169 

agaagacctg gcttccttac aacagagaca ggctggtggc tggggctaga g 

<210> 170 

<211> 51 

<212> DNA ' 

<213> Homo sapiens 

<220> 

<221> allele 

<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg44021891 
<400> 170 

gcccccagct aggaccctgt agttgagacc gtggcatgat acaaggacct g 

<210> 171 - ■ 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg44921773 
<400> 171 

ttctgagaca "gggtcttgct ctgtcaccca ggctggagtg caatggcacg a 

<210> 172 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc__feature 
<222> (0) . . . (0) 

<223> Accession number cg44921773 



<400> 172 

gggctcaagt gatcctccca cctcagcctc ccgagtagct gagactacag 

<210> 173 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) . . . (0) 

<223> single nucleotide polymorphism 

<221> misc_£eature 
<222> (0) . . . (0) 

<223> Accession number cg43961485 
<400> 173 

ggtctcctca gtggtctatt ttaggggtgg tttttttttt tttttttact g 

<210> 174 
<211> 51 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43985955 
<400> 174 

gagcacagat acagtttatg taactagatg gaagaaaatg gaattactcc a 

<210> 175 
<211> 51 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg44916647 
<400> 175 

gctcagcagc ccctaggaag ttaagtgaga gctacagggc aggggggctc c 

<210> 176 
<211> 50 
<212> DNA 



<213> Homo sapiens 



<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<22i> misc_f eature 
<222> (25) . . . (25) 

<223> Nucleotide deleted between bases 25 and 26 

<221> misc_f eature 
<222> (0) . . . (0) 

<223> Accession number cg44916647 
<400> 176 

tctgtacatg taacatgtgg ccatgccagg catcccagca tctatcctga 

<210> 177 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg44021459 
<400> 177 

ggtcactgtt tcctcggcat cgtgccgcct ggagagaact cccgaccggg a 

<210> 178 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43926814 
<400> 178 

tagaattttc tatccccccc catttttcca gtaataaaaa gtagtgctgg g 

<210> 179 
<211> 51 
<212> DNA 

<213> Homo sapiens 



<220> 

<221> allele 

<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_f eature 
<222> (0) . . . (0) 

<223> Accession number cg43926814 
<400> 179 

gtagtgctgg gatctggcac ccagacttgg tttttatcct gaccatttac a 

<210> 180 
<211> 51 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<2!21> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43931431 
<400> 180 

agccatgtac gtgaaattgc ttgggtacct gaactcccgc tggaatttct a 

<210> 181 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_.f eature 
<222> (0) . . . (0) 

<223> Accession number cg44031765 
<400> 181 

atgcacctgg cccacatggc tgggcactgc agcctgcact ccacttccag g 

<210> 182 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 
<221> misc feature 



<222> (0) . . . (0) 

<223> Accession number cg44031765 
<400> 182 

catctttata ggccaccacb gtgtgtttgc tgcgccgggc acccacgaac t 

<210> 183 

<211> 51 

<212> DNA 

<213> Homo sapiens 

. <220> 

<221> allele 

<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43970492 
<400> 183 

tgctttgttg cttcaagatg catgcccatc ctggctttag tgtccaagta t 

<210> 184 
<211> 51 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg42847874 
<400> 184 

acaaaaatta gccgggcatg gtggcacacg cctgtagtcc cagctactta g 

<210> 185 
<211> 51 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43951020 
<400> 185 

gagtgcagtg gctcactgca acctctgcct cccaggttca agcaattctc c 



<210> 186 

<2U> 51 . 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 

<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0)'. ..(C) 

<223> Accession number cg43951020 
<400> 186 

caacctccgc ctcccaggtt caagcgattc tcctgcctca gcctccctag t 

<210> 187 

<211> 51 

<2I2> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43971614 
<400> 187 

accattgctt tggtcaattc aacctagggg gaaaagagtc aaatatgtcc a 

<210> 188 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43971614 
<400> 188 

ctctgcacca cagcaccgag gatagcacaa acccctcacg cgtctgcgtc c 

<210> 189 

<211> 50 

<212> DNA 

<213> Homo sapiens 



<220> 



<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<221> misc_feature 
<222> fO) . . . (0) 

<223> Accession number cg43962954 
<400> 189 

cgggctcccc atgcagccct agagagggag aagtccagtg tgctgttcca 

<210> 190 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43917689 
<400> 190 

aggcaacacc tgtggaggaa gggcatgggg caaaagctca cctcagaagt g 

<210> 191 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_f eature - 
<222> (0) . . . (0) 

<223> Accession number cg43916785 
<400> 191 

tcagatgact ttacaaccaa gggagcacac agggcaacaa caaattagag g 

<210> 192 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 



<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43287642 
<400> 192 

gcaacttatt ttaaaaccca aaggaaaaag gatggtacta ccataaatca c 

<210> 193 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43986954 
<400> 193 

agtggaaaca tttttgttca atttccagga attttctctt ggggaaagtc g 

<210> 194 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) . . (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg42882543 
<400> 194 

tcccgagtag ctgggattac aggcacgcgc caccacgccc agctaatttt t 

<210> 195 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43062833 



v5» 

<400> 195 

tgaaaagtat tatggaaatc actgctgcac aggaaaagta attcagatgt 



<210> 196 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43959148 
<400> 196 

agactagtgt gggccttggg ccccctcatt ttgacatcct tccagatggt 

<210> 197 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43950766 
<400> 197 

gttcacattt agtgaacctg catttatggg gggggggggg gtacacagta 

<210> 198 

<211> 51 ' 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 



<223> Accession number cg43958860 



<400> 198 

tctgtctttt atttaacaaa aaatgcaatt aactgtaaac ttggaatcaa g 

<210> 199 
<211> 51 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43968205 
<400> 199 

ctatagcaga gggggttatg ggggcaggag ggtagactga catacagaag t 

<210> 200 
<211> 51 ■ 
<212> DNA 
<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43950996 
<400> 200 

acgccagtcc agaaagaagg tgctgaagcc cctgctctgt cctctccatc a 

<210> 201 
<211> 51 
<212> DNA 

<213> Homo sapiens - 
<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg44924222 
<400> 201 

taagggtgag cagcagcagg agcgctttga agaagaagta gaaggggatg t 



<210> 202 




<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<.'223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg44924222 



<400> 202 

atgtcaggca' ccgtgcgcag actgcggtga ctggtggcat acaggacctt g 
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203 
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<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg44916575 
<400> 204 

gaggacaaaa acagaaagcc ctgtgtgtgt gggaaaactc cgctgcagag a 

<210> 205 

<211> 51 

<212> DNA 

<213> Homo sapiens 



<220> 

<221> allele 



<222> (26) . . . (0) 




<223>' single nucleotide polymorphism 

<221> misc_feature 
<222> (0) ... (0) 

<223> Accession number cg42650960 
<400> 205 

ggctggagtg cagtggcacg atctcagctc actgcaagcc tccgcctccc " c 

<210> 206 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43947129 
<400> 206 

ctgggggcgt ccatggtgcg gcggccaggg cggtgagtca gccaaggagg a 

<210> 207 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) . . , (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43922383 
<400> 207 

atctgaaaat ggtgtgtggc gtcgcacgcg ccagctatcg tcagtgcctt t 

<210> 208 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) ... (0) 

<223> Accession number cg43922383 



<400> 203 

cgcgcgccag ctatcgtcag tgcctgttat tgccattggg tttgtgactg t 

<210> 209 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc__feature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43922383 
<400> 209 

tcagtgcctt tattgccatt gggttgtgac tgttgatata gtgacgacct 

<210> 210 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43922383 
<400> 210 

attgccattg ggtttgtgac tgttggtata gtgacgacct caggagcaac a 

<210> 211 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43922383 



<400> 211 



ttgtgactgt tgatatagtg acgacgtcag gagcaacagg tgggttaaaa a 



<210> 212 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43953935 
<400> 212 

ctttttaaat aaatgactgc gagtgggtgt aaattctgag aaaattacat t 

<210> 213 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43933591 
<400> 213 

acatttggaa ttttagcttt tttttgcctc tctactgtgt cactaaatat 

<210> 214 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43949875 
<400> 214 

ctgagtagct gggattacag gcgtgcgcca ccatgcccag ctaatttttt g 



<210> 215 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) , . . (0) 

<223> single nucleotide polymorphism 

<221> misc_f eature 
<222> (0) . . . (0) 

<223> Accession number cg43100340 
<400> 215 

ggacaggggt gcagctggca gccgaaaaag gggaccacct cggagggctg g 

<210> 216 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) . . . (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43922270 
<400> 216 

tgtatatgtg tacgtaggta gatgtatgca gcatgcggca ggtttgccag g 

<210> 217 

.<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 

<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (.0) ... (0) 

<223> Accession number cg43993462 
<400> 217 

cagaatgagc tgcagaggtt tcctctctgc tttacaatcc cttattgaag t 

<210> 218 

<211> 51 

<212> DNA 

<213> Homo sapiens 



<220> 



<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43993462 
<400> 218 

taaacatcta cagagttgaa acatactctg tcatattaaa tatattatct 

<210> 219 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43993462 
<400> 219 

tagtctcact tcttaccaaa aaaaacaatg aactggattc agcccactca 

<210> 220 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc__feature 
<222> (0) . . . (0) 

<223> Accession number cg43329741 
<400> 220 

gcagtgcagg agatgacaga gtgagaaggg cccagagcag aattctggcc c 

<210> 221 

<211> 51 

<212> DNA 

<213> Homo sapiens 



<220> 

<221> allele 
<222> (26) . . . (0) 



<223> single nucleotide polymorphism 

<221> misc_f eature 
<222> (0) . . . (0) 

<223> Accession number cg42910688 
<400> 221 

aaacaatttt tgttcaatgc ccaccaagac atatagaatt gggaactgat 

<210> 222 

<211> 50 

<212> DNA 

<213> Homo sapiens 
<220> 

<221> allele 

<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<221> misc_feature . 
<222> (0) . . . (0) 

<223> Accession number cg43967474 
<400> 222 

tgctggggac catggatggg gaggagggca cagggcccag tgcagatgaa 

<210> 223 
<211> 51 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43964140 
<400> 223 

gctgagatct taggtcaaaa agctatagaa aagaaatcac tttgaaaaac 

<210> 224 
<211> 51 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 



<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43990820 
<400> 224 

ccggtttaaa aggaaaagta aaaaaaaatc cacagttgag cagttgatgt g 

<210> 225 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43930377 
<400> 225 

tcacagctgg attgaaagag tatttaggaa atgtggcaat gttgtttata t 

<210> 226 
<211> 51 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43969800 
<400> 226 

gcaagacgtg tcaggggaac caaggttcag atcattcccc cttcatctac a 

<210> 227 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43973724 
<400> 227 

tataagtgta tgcaatagaa atttgtattt tgtaatagaa aatttacctt g 



<210> 228 
<211> 50 
<212> DNA 
. <213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases- 25 and 26 

<221> misc__f eature 
<222> (0) . . . (0) 

<223> Accession number cg43258867 
<400> 228 

ggcccagtcc tggggctctg ggaggtcacg ctccctcctc aggctgggga 

•<210> 229 
<211> 50 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg42907867 
<400> 229 

gacgatgtgg acgctgggag ggatctggcg ttggttttct gaaagccagg 

<210> 230 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 

<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43920176 



<400> 230 

aaagctgctt tgttaggttc cttatttttt attaactgtc ttttctcagt t 

<210> 231 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
• <222> (0) . . . (0) 
<223> Accession number cg43920176 

<400> 231 

attttgtcat tttttacatc aactttatgg tcttgttttt acatggtaat t 

<210> 232 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43950100 
<400> 232 

caaaattaac aaattcacaa aatacgacag ctagaattac aaaatccatt c 

<210> 233 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 

<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43950100 
<400> 233 

ggcacaggga gaaaaacaaa gtgttcaatc agtccaggca cagggactgg 



<210> 234 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 

<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43950100 
<400> 234 

acattgaccc cttcagttcc tatatacagc acccaatatt cctttgaaat a 

<210> 235 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43950100 
<400> 235 

caggtttagt gttgttgtag tggcatttgt ccagaattgg tacctcccca t 

<210> 236 
<211> 50 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> allele 
<222> (26) . . . (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43132640 
<400> 236 

ctctatgaac tctgttttct ttctatgaga tattaaacca tgtaaagaac 



<210> 237 



<211> 50 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ...(C) 

<223> single nucleotide polymorphism 

<221> misc_f eature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg44938448 
<400> 237 

tgaaagttag agagctgcaa atctctaagt atcaatgtaa agaagcagat 

<210> 238 

<211> 51 

<212> DNA 

<213> Homo sapiens 
<220> 

<221> allele 

<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) ... (0) 

<223> Accession number cg44938448 
<400> 238 

aatgccactt tcagatggaa 'gggaagtgag atggaaaaca acaaaaaagg 

<210> 239 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) . . . (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<221> misc_feature 
<222> (0) ... (0) 

<223> Accession number cg43949897 
<400> 239 

agcactttgg agctggcctc gcccctagga ggagagggtc cctcctgggt 



<210> 240 

<211> 51 . 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 

<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg42549778 
<400> 240 

gggggtgctc ctggaagccc caagaccatc caggattgcc tcccagctgc c 

<210> 241 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26.) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg44028574 
<400> 241 

cagctcccag ctaccatgat gagcctggcg gcttgagcac agtgagtgct 

<210> 242 
<211> 51 
<212> DNA 

<213> Homo sapiens - 
<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg44035718 
<400> 242 

tctcatctag tgctgaagtc tgaggactct gcagcatcag acccacctct a 



<210> 243 



<211> 51 
<212> DNA 

<213> Homo sapiens 



<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc__fea.ture 
<222> (0) ... (0) 

<223> Accession number cg44035718 
<400> 243 

gaagagaaag ataggtttaa tttatctgaa gttttcatgg tgttaatatt 

<210> 244 
<211> 51 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43963595 
<400> 244 

cccccgcaga cagaggccgg aggctgtctg gtgcagcgat gtttaatggc < 

<210> 245 
<211> 51 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature • 
<222> (0) . . . (0) 

<223> Accession number cg43963595 
<400> 245 

ccccgcagac agaggccgga ggcttgctgg tgcagcgatg tttaatggca a 

<210> 246 
<211> 50 
<212> DNA 

<213> Homo sapiens 



<220> 

<221> allele 



<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43963595 
<400> 246 

atgttacagt atgtacaaga cccctccctc gggggacggg gcggactccg 

<210> 247 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43992566 
<400> 247 

aaatagagaa tccagaccct tcccaaataa tttaagaact gagttttcct 

<210> 248 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (25) . . . (26) • 

<223> Nucleotide deleted between bases 25 and 26 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43992566 
<400> 248 

atttaaatct gaagcagaaa aaaaagacaa tttacaaaga attattgagc 

<210> 249 

<211> 51 

<212> DNA 

<213> Homo sapiens 



<220> 

<221> allele 

<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43067745 
<400> 249 

tccctgcacg cctttacgtc agactatcac cacaagagcc ttgagtgtcc a 

<210> 250 
*<2U> 51 
<212> DNA 
<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg42697161 
<400> 250 

acgtggtgct ggtagtgtct tgttgggtgt gaattctctc tcatacaaaa g 

<210> 251 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43957889 
<400> 251 

gtgcaatggc atgatctcgg ctcactgcaa cctctgcctc ccgggttcaa g 

<210> 252 
<211> 51 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 
<221> misc feature 




<222> (0) . . . (0) 
<223> Accession number cg42391024 

<400> 252 

aactgcagac aaattttcaa attcaattct ttacttctcc aagatcttcg 

<210> 253 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43976566 
<400> 253 

ctttaatgaa acactttgga tcgtcggtgc tgaagtgaaa agaatgtgct c 

<210> 254 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) ... (0) 

<223> Accession number cg44001900 
<400> 254 

gatgctaaaa gcttctgcga aatgtattca cgtttaatgt tgggaaatcc c 

<210> 255 
<211> 50 
<212>.DNA 

<213> Homo sapiens ' 
<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43954569 



<400> 255 

ttcagcccac atgactcagg gacacctccc cagcggttgc tggaggcacc 

<210> 256 
<211> 51 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43925519 
<400> 256 

agtggcccct ttcccgccct gaagacgttt cacacgaaaa ggccgtttgt t 

<210> 257 

<211> 51 
Q <212> DNA 
Mb <213> Homo sapiens 

M <220> 

CQ; <221> allele. 

Q <222> (26) ... (0) 

=y <223> single nucleotide polymorphism 

r ~ <221> misc_feature 
f _ <222> (0) . . . (0) 

r A <223> Accession number cg43145684 
rU <400> 257 

fy tggcaaaact gccagcagcg gttgctgaaa atgctgggtt cggtgcctac t 
□ 

f*l <210> 258 
<211> 51 
<212> DNA 
<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43981803 
<400> 258 

accagctcgg agagggcact tgagatggtc tatgaacaaa tctgtctaaa a 



<210> 259 
<211> 51 



<212> DNA 

<213> Homo sapiens 
<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg44006111 
<400> 259 

aggcctgatg cacatgtgca caggtgccta catgctctgt tcttgtcaac a 

<210> 260 
<211> 51 
<212> DNA 
<213>*Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg44924968 
<400> 260 

tggccaggga cctgagcccg agacatccct gcatttgatc caaccaggtc a 

<210> 261 
<211> 51 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature . 
<222> (0) . . . (0) 

<223> Accession number cg44924968 
<400> 261 

ggccagggac ctgagcccga gacactcctg catttgatcc aaccaggtca g 

<210> 262 
<211> 51 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> allele 
<222> (26) ... (0) ' 



<223> single nucleotide polymorphism 



<221> misc_f eature 
<222> (0) . . . (0) 

<223> Accession number cg43977021 
<4C0> 262 

ttgcatctaa agtaattcat taatgaacag gagtagatga ggcctggcac a 

<210> 263 
<211> 51 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43977021 
<400> 263 

taaagtaatt cattaatgta caggaataga tgaggcctgg cacacatagc a 

<210> 264 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 

<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43977021 
<400> 264 

attaatgtac aggagtagat gaggcttggc acacatagca gaaggtaatg g 

<210> 265 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43977021 



<400> 265 

caggagtaga tgaggcctgg cacacgtagc agaaggtaat ggttctatag 

<210> 266 

<211> 51 

<212> DNA - 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_f eature 
<222> (0) . . . (0) 

<223> Accession number cg43977021 
<400> 266 

atgaggcctg gcacacatag cagaaagtaa tggttctata ggtgtatctt 

<210> 267 
<211> 51 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> allele 
<222> (26) . . . (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43977021 
<400> 267 

taatgcactt tgggctagag aaatacaaaa atcacacgta acaaaaacaa 

<210> 268 

<211> 5.1 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) . . . CO) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43999373 
<400> 268 

cacagaattc agaacttttt caccccgaac tggagaagga gcactccgtc 

<210> 269 
<211> 51 
<212> DNA 



<213> Homo sapiens 



<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) ... (0) 

<223> Accession number cg43980889 
<400> 269 

tttgagagct gcagcagaag cggctttatc acagactgga tttagttatg a 

<210> 270 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43980889 
<400> 270 

ggctgtatca cagactggat ttagtgatga tgaaaatact ggactgtatt t 

<210> 271 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 

<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<221> misc_fea.ture 
<222> (0) . . . (0) 

<223> Accession number cg44030196 
<400> 271 

tagattgttc agtactcagc tcacccccat aagaccattt ctcctctgcg 

<210> 272 
<211> 51 
<212> DNA 

<213> Homo sapiens 



<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg40336929' 
<400> 272 

ggcaacaagt tacagcggcg ggagaagttc cttctctcac ctgccggggg g 

<210> 273 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) ... (0) 

<223> Accession number cg43920571 
<400> 273 

agaagacagc gcgcagaaat agtgcagaga gaaatgacca gtactattta t 

<210> 274 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43958980 
<400> 274 

taagatcctc catcccacca aaaatgaccc acaatgactc caaatcttgt t 

<210> 275 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 



<221> misc feature 



<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43320682 
<400> 275 

cattggcaac ggctgcccac tagggcactg ccacttgcct ggctcaaact 

<210> 276 

<211> 50 

<212> DNA 

<2!3> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_f eature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg42708544 
<400> 276 

ccaggcttgc ctctagattg gctggccaga atttctgggg tcagtctgaa 

<210> 277 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) ... (0) 

<223> Accession number cg43949796 
<400> 277 

gggaagtaaa atgaaggaag cagacttctt gctcatcttt ccaaatgaaa 

<210> 278 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 



<221> misc_feature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<221> misc_feature 
<222> (0) ... (0) 

<223> Accession number cg43298234 
<400> 278 

taaggccaga gcttgtgtgc tgggccagaa atcacctgct gcatcctgtg 

<210> 279 
<211> 51 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc__feature 
<222> (0) . . . (0) 

<223> Accession number cg43926358 
<400> 279 

cagtgatgtg ctggcccttt cagggccaca ggccccttca gcttcaccgg a 

<210> 280 
<211> 51 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg35060315 
<400> 280 

ccaaactatc tcaccctacc ctccccagga tccacttctt tggaatgaca a 

<210> 281 
<211> 50 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 



<221> misc feature 



<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<221> misc_ feature 
<222> (0) . .". (0) 

<223> Accession number cg35060315 
<4C0> 281 

ctattttatc catccatgtt ctcccaatct gtgctttctt tcaacaggtt 

<210> 282 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) . . . (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg35060315 
<400> 282 

ttttatccat ccatgttctc ccaaaatctg tgctttcttt caacaggtta t 

<210> 283 
<211> 51 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg35060315 
<400> 283 

gttctcccaa atctgtgctt tcttttaaca ggttatatat taaaactatt t 

<210> 284 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) . . . (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg35060315 



<400> 234' 

cccaaatctg tgctttcttt caacacgtta tatattaaaa ctatttcatg 

<210> 285 
<211> 42 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> allele 
<222> (18) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (17) . . . (18) 

<223> Nucleotide deleted between bases 17 and 18 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg44126579 
<400> 285 

tgtacaactg attagaggtt ttttttttct ttttctfttc aa 

<210> 286 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43951096 
<400> 286 

cctctcctcc aagagttggt tccgcagagg tggaaagaac tctcaatagt 

<210> 287 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 
<221> misc. feature 



<222> .(25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<221> misc feature 
<222> (0) .7. (0) 

<223> Accession number cg43951096 
<40C> 287 

cacagccata atatagagaa cagagttctc catgaacatc caccaggctg 

<210> 288 
<211> .51 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) ... (0) 

<223> Accession number cg43960676 
<400> 288 

agcagccagc ttcattggct gcaaatgcct ctctcaggtg agtcaaagga 

<210> 289 

<211> 51 

<212> DNA 

<213> Homo sapiens 
<220> 

<221> allele 

<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43323149 
<400> 289 

tcacctcaga tgagtgtggc tccccgcgct cccatactgc agcctgcccc 

<210> 290 
<211> 50 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 



<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43969533 
<400> 290 

aagggaagcc tatcctattt ttttttcctt tgcgaaaaca gaagccaagt 

<210> 291 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 

<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43969533 
<400> 291 

agggaagcct atcctatttt tttttccttt gcgaaaacag aagccaagtt 

<210> 292 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg39376027 
<400> 292 

ccggggaggt ggttctggta atctgtgggg gagccgggac aggcgccccg 

<210> 293 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism ' . 

<221> misc feature 



<222> (0) . . . (0) 

<223> Accession number cg39376027 
<400> 293 

gggaggtggt tctggtaatc tggggtggag ccgggacagg cgccccgagt t 

<210> 294 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_f eature 
<222> (0) . . . (0) 

<223> Accession number cg43976681 
<400> 294 

ctctctcttc gccgccgacg cagaagggag ctggggagga aaaagctgct g 

<210> 295 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43085556 
<400> 295 

gtaaggtaaa atgtgaatca atatgctagt tctgggcaat tattctgcaa a 

<210> 296 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43085556 
<400> 296 

caatatgtta gttctgggca attatcctgc aaattctgcc agataattaa a 



<210> 297 
<211> 51 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_f eature 
<222> (0) . . . (0) 

<223> Accession number cg43085556 
<400> 297 

aatatgttag ttctgggcaa ttattttgca aattctgcca gataattaaa 

<210> 298 
<211> 51 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_f eature 
<222> (0) . . . (0) 

<223> Accession number cg43085556 
<400> 298 

ttgttgttct caagcttttc gcctatattt tagactaacc ctgcttattc 

<210> 299 
<211> 51 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43085556 
<400> 299 

ttttcgccta cattttagac taaccttgct tattcctgtg aatcaagtgg 

<210> 300 
<211> 51 
<212> DNA 

<213> Homo sapiens 



<220> 




. <221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43085556 
<400> 300 

taaccctgct tattcctgtg aatcacgtgg tgatcttctg cagcttggaa t 51 

<210> 301 
<211> 51 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
n <222> (0) . . . (0) 

<223> Accession number cg43920089 

y <4 00> 301 

H* gcatttgctg cttgtgcttg attttatttg gctcaatccc ttcctggcag c 51 

L& <210> 302 

ry? <2ii> so- ■ ■ 

tl <212> DNA 

1 <213> Homo sapiens 

ft <220> 

j^ 1 <221> allele 

[jf- <222> (26) ... (0) 

fU' <223> single nucleotide polymorphism 



L 3: 



<221> 
<222> 
<223> 



misc_f eature 
(25) . . . (26) 

Nucleotide deleted between bases 25 and 26 



<221> 
<222> 
<223> 



misc_f eature* 
(0) . . . (0) 

Accession number cg43950850 



<400> 302 

aaacatgttc catcaaattc agaaaagcag gtatcagtga aactggagca 



50 



<210> 303 
<21I> 51 
<212> DNA 



<213> Homo sapiens 



<220> 

<221> allele 
<222> (26) . . . (0) 



<223> single nucleotide polymorphism 



<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43950850 
<400> 303 

aggaaaacca cgacgaccac taccccggcc taagcggtca gctttctcct c 

<210> 304 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) . . . (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg44128084 
<400> 304 

catccgcgct gacggcagtc accggcgaga ccggcgccgg aaagaccatg g 

<210> 305 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43976473 
<400> 305 

gacgctcgct gtccccgagg gcccgctgcg ccgcctcgtg ggtacgaata c 

<210> 306 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg44924858 



<400> 306 

gcttctgtca gacgttactt tcaccatgcc tgctgtttcc acaggaagag t 

<210> 307 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg44924858 
<400> 307 

cgttactttc accgtgcctg ctgttcccac aggaagagtc tgtctgttcc a 

<210> 308 
<211> 51 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg44924858 
<400> 308 

accccagctt gcccggcagc acacagaact gtttctttgg cttgacgaat a 

<210> 309 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43961591 
<400>. 309 

acaccactgg tactcacacc ccctccggct gggttctctg gtgcgccctg c 

<210> 310 
<211> 51 
<212> DNA 



<213> Homo sapiens 



<220> 

<221> allele 

<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc__f eature 
<222> (0) ... (0) 

<223> Accession number cg43924285 
<400> 310 

ctgcatatgt ttgcagtttt ccatcgactt cttcataaac aaacaaacat 

<210> 311 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43924285 
<400> 311 

acattttcta gaaaccaaaa tatgtggtgg cccaaaggag ctcttaagca 

<210> 312 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43958224 
<400> 312 

gtttgatcct cagccaggac gcacaagccc tacaagatcc cagccctcca 

<210> 313 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 



<221> misc_feature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<221> misc_feature 
<222> (0) . . . (0) 

< 2 2 3 > Accession number cg43971C60 
<400> 313 

aacggcttta aacacaagct cagggcttgg ggtttatccc gagggcacag 

<210> 314 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 

<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg44927952 
<400> 314 

•tatttttcat tgtacttatt attcactata cttactatat atatttaaaa c 

<210> 315 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cgl9885484 
<400> 315 

aaacaacaaa ataaccaaac ataaatcaac taatgctaca cagaatgtga t 

<210> 316 

<211> 36 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (11) ... (0) 

<223> single nucleotide polymorphism 
<221> misc feature 



<222> (0) . . . (0) 

<223> Accession number cg42307356 
<400> 316 

cggccgcggc tcggaacggc gcctcccgcc ccacca 

<210> 317 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 

<222> (26) . . . (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg44005017 
<400> 317 

tgggaggcct ggttgcccct cccggtgtgc tgggacactc tgggttcctg c 

<210> 318 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43329819 
<400> 318 

ttgagctctc ctacaagctg gaggccaaca gtcagtgaga gcgggggggc c 

<210> 319 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43329819 
<400> 319 

agctctccta caagctggag gcaaatagtc agtgagagcg ggggggccag t 



<210> 320 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43329819 
<400> 320 

gctggaggca aacagtcagt gagagtgggg gggccagtca gacccgacca 

<210> 321 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg44015618 
<400> 321 

cagcctcata gccacacaca cacaccgtac cacacacgca cacacacaca 

<210> 322 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg44015618 



<400> 322 



accacacacg cacacacacaW&cacctttg tggctcaagt gcaggcca 



<210> 323 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 

<222> (26) . . . (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg40361678 
<400> 323 

caacactttg ggaggccgag gcaggcggat cacctgaggt caggagttcg 

<210> 324 
<211> 51 
<212> DNA 

<213> Homo sapiens. 
<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg40361678 
<400> 324 

gtgaaacccc gtctctacta aaaattcaaa aattagccgg gcatggtggc g 

<210> 325 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) . . . (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg40361678 
<400> 325 

ctaaaaatac aaaaattagc cgggcgtggt ggcggatgcc tgtaatccca g 

<210> 326 
<211> 51 
<212> DNA 

<213> Homo sapiens 



<220> 

<221> allele 

<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43930957 
<400> 326 

aaaataaaac tcttttgaaa gttgttggtc agctgaccag gtagaggatt 

<210> 327 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43300636 
<400> 327 

caaaggcggc aaagatgggg accagtacca cagccgccac gcccacctcc 

<210> 328 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43967912 
<400> 328 

cattctctct ccaaaatttc tcagacttgt gcacaggact ccattccaac 

<210> 329 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 




<221> misc_feature 
<222> (0) ... (0) 

<223> Accession number cg43967912 
<400> 329 

aaaatttctc agatttgtgc acagggctcc attccaacct tccagattta a 51 

<210> 330 

<211> 51 

<2I2> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43967912 
<400> 330 

atttgtgcac aggactccat tccaatct'tc cagatttaag ttctgaactg t 51 * 



VJ l 


<210> 


331 


S n 


<211> 


51 


J5S3,' 


<212> 


DNA 


a. Li. 
= ; 


<213> 


Homo sapiens 


m 


<220> 




K- 


<221> 


allele 


s 


<222> 


(26) ... (0) 




<223> 


single nucleotide polymorphism 


?! :'• 


<221> 


misc feature 


I M 


<222> 


(0)...(0) 




<223> 


Accession number cg43132502 


f1> 




fen*' 








<400> 


331 



agtgggtggc accgccgagg ctgctattac ggctcatctt cattgatttg c 51 

<210> 332 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0)'. . . (0) 

<223> Accession number cg44924856 



<400> 332 

acacgcccag cagccgaatg atgttggggt ccttgagcct cgacatgatc t 



51 



<210> 333 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43991318 
<400> 333 

agcactcccc tggctcaccc ttctcccctc gtggtccttt ttcacctggt g 

<210> 334 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg41553795 
<400> 334 

ctgtgcacgt ggttgtcgct gagactgact accagagttt cgctgtcctg t 

<210> 335 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43973728 
<400> 335 

gcaaattcag atgcaaagcc gtggctaacg ggaaggttct tccgaatgat c 

<210> 336 

<211> 51 

<212> DNA 

<213> Homo sapiens 



<220> 

<221> allele 
<222> (26) . ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43312829 
<400> 336 

tccaatcaaa gacaacagga ctccacgtaa ctgaatatga ggacaatttg 

<210> 337 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43312829 
<400> 337 

agacaacagg actccatgta actgagtatg aggacaattt gaagaaatca 

<210> 338 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43312829 
<400> 338 

aggacaattt gaagaaatca tgggtgtgga aagagctata ttctgttaga 

<210> 339 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 



<221> misc feature 



<222> (0) . . . (0) 

<223> Accession number cg43312829 
<400> 339 

gggtatggaa agagctatat tctgtcagaa atataaggcc atcctgccac g 

<210> 340 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc__feature 
<222> (0) . . . (0) 

<223> Accession number cg43312829 
<400> 340 

actggatatt gagaggaatg gagccatgga ctctaaaaca taaaggctct g 

<210> 341 
<211> 51 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43312829 
<400> 341 

ttgaacggct caagccagcc aaggactgta cacccattga gtatccaaaa c 

<210> 342 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43307992 
<400> 342 

tcgagggccc caactttgag ttctcaacgg agacccatga ggagctgctg t 



<210> 343 
<211> 51 
<212> DNA 
<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) . . . (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg4396975-9 
<400> 343 

tggctgtggg cttcaccagc ctcactacct cctccaggga gttgacttca g 

<210> 344 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) . . . (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg39523614 
<400> 344' 

atgctggatc agatccagct gcacttaagt gtcgagccga cgaagatggg g 

<210> 345 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg39523614 
<400> 345 

aagatgggga cagtttcgtc ctgaatggcg tcaaggcttg ggtcacggag g 

<210> 346 

<211> 51 

<212> DNA 

<213> Homo sapiens 



<220> 



<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg39523614 
<400> 346 

gggacagttt cgtcctgaac -ggcgttaagg cttgggtcac ggaggctggc 

<210> 347 
<211> 51 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
.<222> (0) . . . (0) 

<223> Accession number cg39523614 
<400> 347 

tcgagggcac ggtctgagtg ttgctctggg tacgctt'gac aactctcgtg 

<210> 348 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 

<222> (26) . . . (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg39523614 
<400> 348 

gtgtctcgat tgctgctcaa gcagtaggaa ttgcccaggg agctttagac 

<210> 349 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 

<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 



<223> Accession number cg42717491 
<400> 349 

aggctcacac tcacttcatg ttcttgacaa agtcctcgcc tttcttgatg g 

<210> 350 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) . . . (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg42717491 
<400> 350 

tgatggaggc tttcagctca gggatagcct cggcaatcat tttctcctca a 



<210> 


351 


O <211> 


51 


<2i2> 


DNA 


Si- <213> 


Homo 



B <221> misc_feature 

<222> (0) . . . (0) 
K <223> Accession number cg42717491 

r[i <400> 351 

cagggatggc ctcggcaatc attttttcct caaaaggagt gattttgcca a 

<210> 352 
<211> 51 
<212> DNA 

<213> Homo . sapiens ■ 
<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg42717491 
<400> 352 

tcattttctc ctcaaaagga gtgatcttgc caatgcctag gttcttctcc a 




<220> 
<221> 
<222> 
<223> 



allele 
(26)... (0) 

single nucleotide polymorphism 



<210> 353 



<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 

<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) .'. . (0) 

<223> Accession number cg42711596 
<400> 353 

atttagtatg ctgtgagctg tctttggttg aatctgattt agtttcagtt c 

<210> 354 
<211> 51 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43319420 
<400> 354 

agaagtcaga aggccttcct gtggccccgt tcatggaccg agacaaagtg a 

<210> 355 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 

<222> (26) . . . (0) " 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg41029366 
<400> 355 

agtggggatc agtgtgcgat gacacctggg acctggagga cgcccacgtg g 
<210> 356 

<211> 51 . - 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 



<222> (26) ... (0) 

<223> single nucleotide polymorphism 



<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg42876034 
<400> 356 

gcgcccgccg cggcagcgcc ccgagcccgg cttcggcccg cagcctggac 

<210> 357 
<211> 51 
<2i2> DNA 

<213>Homo sapiens 
<220> 

<221> allele 
<222> (26) . .'. (0) 

<223> single nucleotide polymorphism 

<22I> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43976227 
<400> 357 

ctggtgtgat ctctgtctct ttatgaacca ctactttggt cactgacatg 

<210> 358 
<211> 51 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_f eature 
<222> (0) . . . (0) 

<223> Accession number cg43916642 
<400> 358 

ggctgaaaag catatctata cattcagaga agtcgcaaat agaaaggaaa 

<210> 359 
<211> 51 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43925670 



<400> 359 

aaccagcatc acctcggaac ttttcctcca tcaagtcagc aatctgaatt t 

<210> 360 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43925670 
<400> 360 

ttgtcatact cttctctcat ttttagatta agttttaaat cgttgctcag t 

<210> 361 
<211> 51 
. □ <212> DNA 
y3 <213> Homo sapiens 

"4 

lL <220> 

fn <221> allele 

[T <222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
f <222> (0) . . . (0) 

M <223> Accession number cg43925670 

s E 

m <400> 361 

HI tttttaaatt aagttttaaa tcgttactca gtaaggactt aaccattcta a 

^ <210> 362 
w ' <211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43925670 
<400> 362 

aatcattgat gacctctaat cctttcagta gaacaatgtt cttgtatttt t 

<210> 363 
<211> 51 



<212> 
<213> 



DNA 

Homo sapiens 



<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorph ism 

<221> misc_f ea.ture 
<222> (0) . , . (0) 

<223> Accession number cg44004587 
<400> 363 

ttttattgtc attttcatca ataagaatac acatctctgc caggagttga a 

<210> 364 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 

<222> (26) ... (0) 

O <223> single nucleotide polymorphism 

yl 

<221> misc_feature 
J <222>. (0) . (0) 

^ <223> Accession number cg43257400 

^ <400> 364 

Fit- ■ 

i« catgtgtggt aactcctcaa gatggcgaga cgtta'gcaca aatgatagaa g 



fij <213> Homo sapiens 

1; <220> 

*f <221> allele 

Q" <222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_f eature - 
<222> (0) . . . (0) 

<223> Accession number cg43931272 
<400> 365 

ttggtggttc tttcccaacc acaaagcact ccggtggtaa ataccaataa g 

<210> 366 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 



<210> 
<211> 
<212> 



365 

51 

DNA 



<223> single nucleotide polymorphism 

<221> misc_f eature 
<222> (0) . . . (0) 

<223> Accession number cg42665067 
<400> 366 

ggggcttcta catatccccc cgaagtacct tcagcactct gcaggagctg g 

<210> 367 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 

<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43982923 
<400> 367 

cgatgcagaa atacgagaaa ctggagaaga ttggggaagg cacctacgga a 

<210> 368 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43982923 
<400> 368 

tggaaaagat tggggaaggc acctatggaa ctgtgttcaa ggccaaaaac c 

<210> 369 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43982923 



<400> 369 

ccaaaaaccg ggagactcat gagattgtgg ctctgaaacg ggtgaggctg 

<210> 370 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43919086 
<400> 370 

cgctcaggag gatataggtg atgacgccga tgctccacat gtccgcctcc 



<210> 


371 


<211> 


51 


<212> 


DNA 


<213> 


Homo sapiens 


<220> 




<221> 


allele 


<222> 


(26). ..{0) 


<223> 


single nucleotide polymorphism 


<221> 


misc feature 


<222> 


(0) . . . (0) 


<223> 


Accession number cg25143358 


<400> 


371 



gggcggcttc aagtttcgtg gtcataccgc cggttcccac ccccgaacca 

<210> 372 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 

<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43105476 
<400> 372 

ggttccgatg ccccacattg ctggctgtgt gcttcaccag gaactccacc 

<210> 373 
<211> 51 
<212> DNA 



<213> Homo sapiens 



<220> 

<221> allele 
<222> (26) ... . (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> 10) . . . (0) 

<223> Accession number cg43105476 
<400> 373 

tgtgcttcac caggaactcc accacacgga ggtggccttc tttggcagcc a 

<210> 374 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> • 
<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0)' 

<223> Accession number cg43105476 
<400> 374 

gcaagggcag gttcccttca ttatcttcga tgttaacatc agcttgaaac t 

<210> 375 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43105476 
<400> 375 

tatcctcgat gttaacatca gcttggaact -ccagcaaagt ctgtaaagtg t 

<210> 376 

<211> 51 

<212> DNA 

<213> Homo -sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 



<221> misc_£eature 
<222> (0) . . . (0) 

<223> Accession number cg43939695 
<400> 376 

cagggaacag caatgggaac gccagcatca acatcacgga catctcaagg a 

<210> 377 
<2I1> 51 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43939695 
<400> 377 

Q gcaatgggaa cgccagtatc aacattacgg acatctcaag gaatatcact t 

%j; <210> 378 

lI <211> 51 

fa, <212> DNA 

f"j. <213> Homo sapiens 

! y <220> 

<221> allele 

a <222> (26) ... (0) 

M <223> single nucleotide polymorphism 

M- 

flj; <221> misc_feature 
fii <222> (0) . . . (0) 

<223> Accession number cg43939695 

xsas 

<400> 378 

cttccataca catagagaac tggcgaagtc ttcacacgct caacgccgtg g 

<210> 379 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) . . . (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43939695 



<400> 379 



tacacataga gaactggcgc agtctgcaca cgctcaacgc cgtggacatg g 



<210> 380 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc__feature 
<222> (0) . . . (0) 

<223> Accession number cg43939695 
<400> 380 

tagagaactg gcgcagtctt cacacactca acgccgtgga catggagctc t 

<210> 381 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43939695 
<400> 381 

actggcgcag tcttcacacg ctcaatgccg tggacatgga gctctacacc g 

<210> 382 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43939695 
<400> 382 

acgccgtgga catggagctc tacacgggac ttcaaaagct gaccatcaag a 

<210> 383 
<211> 51 
<212> DNA 

<213> Homo sapiens 



• 



<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43939695 
<400> 383 

acatggagct ctacaccgga cttcagaagc tgaccatcaa gaactcagga c 

<210> 384 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 



<400> 384 

tggtttccat tttcaatctg gatggaatgg agcaccatgt gcgcacctgc a 

<210> 385 
<211> 51 
<212> DNA 

<213> Homo sapiens 



<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43942537 
<400> 385 

gttcttctag ggcctgtaaa acttccttca cttcttcttt agaggcatca t 

<210> 386 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 



<221> 
<222> 
<223> 



misc_f eature 
(0) . . . (0) 

Accession number cg29023997 




<220> 
<221> 
<222> 
<223> 



allele 
(26). ..(0) 

single nucleotide polymorphism 



<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43975720 
<400> 386 

tccggaagtg gaagtggtac cagtttacgt ctctgcggga cctgctgtgg g 

<210> 337 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43975720 
<400> 387 

ctctgcggga cctgctgtgg ggcaatgcca tcttcctcaa ggaggccaat g 

<210> 388 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc__f eature 
<222> (0) . . . (0) 

<223> Accession number cg43311943 
<400> 388 

tcgggcccga tgaccccaat gtggccaaga ccaagaacaa cctggcttcc t 

<210> 389 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43311943 
<400> 389 

acaacctggc ttcctgctac ctgaagcagg gcaagtacca ggatgcagag a 



<210> 390 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 

<222> (26) . . . (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43983535 
<400> 390 

tctctggggc ccgctgaggt gacagtaagt gctttagctc ctgagtcata 

<210> 391 
<211> 51 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg42488873 
<400> 391 

atcctttgaa aatctcatat tgttttgagt tttcattact tccatacaaa 

<210> 392 

<211> 51 

<212> .DNA 

<213> Homo sapiens 

<220> 

<221> allele 

<222> (26) ... (0) - 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43935885 
<400> 392 

ggaagcccca gctgcaggag ctgctgaagc tgcccgcctt catgcgggta 

<210> 393 

<211> 51 

<212> DNA 

<213> Homo sapiens 



<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg44019843 
<400> 393 

atgtggagta caccttcaca gggatttaca cctttgagtc cctcatcaag 

<210> 394 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 

<222> (26) ... (0) 

<223> single nucleotide polymorphism. 

<221> misc_feature 
<222> (0) ... (0) 

<223> Accession number cg44929972 
<400> 394 

atgtcctgag ggcagtggag gaacgagatt ttccaacaga aaccattaaa t 

<210> 395 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg44926604 
<400> 395 

agtcgatgtc cagcttgcgg gccacacggt gtagattggg caggttcagc t 

<210> 396 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 



<221> misc feature 



m < 

<222> (0) . . . (0) 

<223> Accession number cg38642684 
<400> 396 

gccagttaat attgcctagt aatttttgat aatcatttaa ggtatgtaag t' 

<210> 397 
<211> 51 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> allele 
<222> (26^ ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223>' Accession number cg38642684 
<400> 397 

aaggatactt ccaaggagag gacatctgta ctttttcagg tgcaatgatt a 

<210> 398 
<211> 51 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg38642684 
<400> 398 

aggacatttg tactttttca ggtgctatga ttaaaccact taactgtgca t 

<210> 399 
<211> 51 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg38642684 
<400> 399 

tccttatgac agaggtatat aaactcaaaa gcactggctc cactggggct g- 



<210> 400 
<211> 51 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43919677 
<400> 400 

ttgaagtagc tcctgaagct tctacatcta gtgccagcca agtgattgct c 
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<221> 
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<222> 


(0) . . . (0) 




<223> 


Accession number cg44005163 




<400> 


402 



gtaatgcttt attgcggcca cgaacgtttc ctcaaaatgg tagcgtactt c 

<210> 403 

<211> 51 

<212> DNA 

<213> Homo sapiens 



<220> 



<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (C) ... (0) 

<223> Accession number cg25334466 
<400> 403 

tcaaggacca gttcactacc ctccccgagg tgaaggactg atgctttgcc 

<210> 404 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg42535091 
<400> 404 

aactgaaata cgacgttggt ggaggggaac ggtttgattc tttgacagat 

<210> 405 

<211> 51, 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43302847 
<400> 405 

ggtggtggtg gccatccaga tcctgaggaa gaaccccaaa ggcttcttct 

<210> 406 
<211>. 51 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 



<223> Accession number cg39728924 
<400> 406 

ggcaaatggt gttggaaaat aattcaaatg ttattgccat gataaccaga g 

<210> 407 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg42881873 
<400> 407 

acctgaaagc gagcgactgg aaagtgaacg gcgcgggtca taaagttagc c 

<210> 408 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg42913398 
<400> 408 

ctgttccgtg gatgagaaga tagtccacat ttctgaaata ttctgctctt g 

<210> 409 
<211> 51 
<212> DNA 

<213> Homo sapiens - 
<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg44028327 
<400> 409 

ttcgaattac ctactcaatt gtgcagacga attgttccaa agagaatttt c 



<210> 410 
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<211> 51 
<212> DNA 
<213> Homo sapiens 

<220> 

<221> allele 

<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_f eature 
<222> (0) . . . (0) 

<223> Accession number cg43979831 
<400> 410 

cctcaaggac cactcccaaa gacttttatg ttgatgagaa cacaacagtc 

<210> 411 
<211> 51 
<212> DNA 
<213> Homo sapiens 

<220> 

f ^ <221> allele 

% <222> (26) ... (0) 

^ <223> single nucleotide polymorphism 

<221> misc_feature 
CO <222> (0) . . . (0) 

LlJ: <223> Accession number cg43987538 

y, <400> 411 

atcatcataa gagaagaatc attttaccag tagccccact accatgaatg 
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Accession number cg42717608 




<400> 
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cccacaaggt ctatgtccag caccttctga agagagacaa agaacacctg 

<210> 413 

<211> 51 

<212> DNA 

<213> Homo sapiens 



<220> 

<221> allele 




<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc feature 
<222> (0) .7. (0) 

<223> Accession number cg43927378 
<4C0> 413 

atctgatgga gaactaccag atcgtcgtca gcaacctggc cactgagcgt g 

<21G> 414 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc__feature 
<222> (0) . . . (0) 

<223> Accession number cg43945592 
<400> 414 

gggctcgggc agggtacaca aactccgtgg ctgcaaaatc cccagaggag c 

<210> 415 
<211> 51 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43957486 
<400> 415 

ctggggctcc ccgctgccag tgcccggccg gcgccgccct gcaggcagac g 

<210> 416 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg44932934 




<400> 416 

tgctcgagga tgtcaaccgc atgtcacctg gggcgctggc cattatcttc g 

<210> 417 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223>, single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43100187 
<400> 417 

aacgcctaga gggggagctg gtggcacatg agcctgccat ccagaatgtg c 
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f=j . ggtccatgca caccttgtgc ttcgaaccca gcagggcctt gagcatggca t 

U <210> 419 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 

<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 

<222> (0) ... (0) 

<223> Accession number cg42930605 

<400> 419 

ggggccgctt gaacttgccc cgcaggtcaa atagcttctg gttcatgtcc t 

<210> 420 

<211> 51 



<212> DNA 

<213> Homo sapiens 



<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg42930605 
<400> 420 

gatcaaatag cttctggttc atgtcttcca gctccttgct ggtcttctgc a 

<210> 421 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg42930605 
<400> 421 

tcttctgcac cctcacctcc atgtcatact tctcctcttc agccgcatcg a 

<210> 422 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature - 
<222> (0) . . . (0) 

<223> Accession number cg42930605 
<400> 422 

tctcctcttc agccgcatcg atcttcgcgt gcagctgttt gcagagctcc t 

<210> 423 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 




<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg42930605 
<400> 423 

cagccgcatc gatcttggcg tgcagttgtt tgcagagctc ctgcacttca g 

<210> 424 

<211> 51 

<212> DNA . 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg42930605 
<400> 424 

tcttggcgtg cagctgtttg cagagttcct gcacttcaga catggagccc g 
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Accession number cg42930605 
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gcacttcaga catggagccc gggatgtgca gcggcgggca gtgctccgcc a 

<210> 426 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg42930605 



<400> 426 

cagacatgga gcccgggata tgcagaggcg ggcagtgctc cgccaggtag t 

<210> 427 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg42930605- 
<400> 427 

tctgcttctc tgcctcacgg cggctttcct ccttctccag ctccgtggcc g 

<210> 428 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg42930605 
<400> 428 

tctctgcctc acggcggctc tcctctttct ccagctccgt ggccgctatc t 

<210> 429 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg42893961 
<400> 429 

aatggccagc aggaaggcgg ggaccagggg caaggtggca gccaccaagc a 

<210> 430 
<211> 51 
<212> DNA 



<213> Homo sapiens 



<220> 

<221> allele 

<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_f eature 
<222> (0) . . . (0) 

<223> Accession number cg42475816 
<400> 430 

aatcaagaca aacccgaatt gaaaaaaaga ttgaagccca ctttgatgcc 

<210> 431 ' 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg42522566 
<400> 431 

tgaagaacgt aaaggaccgg gaggacgtga agaatgaggt caacatcatg 

<210> 432 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43297806 
<400> 432 

gtagatgggt agaatagtag ccaggaacaa gacagcggtt ctgcagggag 

<210> 433 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 



<22I> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43297806 
<400> 433 

tagaatagta gccagggaca agacaacggt tctgcaggga gcgtagtgcc a 

<210> 434 
<211> 51 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_f eature 
<222> (0) . . . (0) 

<223> Accession number cg43297806 
<400> 434 

ccagggacaa gacagcggtt ctgcaaggag cgtagtgcca gaggggtctg g 

<210> 435 
<211> 51 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43297806 
<400> 435 

gtagtgccag aggggtctgg gaggaagctg aaatcacctg atagaaggta t 

<210> 436 
<211> 51 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> allele 
<222> (26) . . . (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43297806 



<400> 436 




gggtctggga ggaggctgaa atcacttgat agaaggtata gttcagagca a 

<210> 437 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43297806 
<400> 437 

tctgggagga ggctgaaatc acctggtaga aggtatagtt cagagcaact g 
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aggctgaaat cacctgatag aaggtgtagt tcagagcaac tgggtctcca t 

<210> 439 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43297806 
<400> 439 

gatagaaggt atagttcaga gcaacagggt ctccatgggc tcgctgatgc t 

<210> 440 

<211> 51 

<212> DNA 

<213> Homo sapiens 



<220> 

<221> allele ■ 

<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<2i3> Accession number cg43297806 
<400> 440 

cagaggggta gtaagtcagc cagcgctgta gatgggtaga atagtagcca g 

<210> 441 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26)..'. . (0) 

<223> single nucleotide polymorphism 
"~ <221> misc_feature 

J 1 -; <222> (0) ... (0) ; 
y : <223> Accession number cg39515668 

CQ <400> 441 

Ld cagccacatt ccggtaagcc tcgcagagag ccagctgggc gccaagatac g 
LI <210> 442 

<2n> si 

l A <212> DNA 

f. <213> Homo sapiens 

<220> 
iU- <221> allele 

<222> (26) ... (0) 
p, <223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg39515668 
<400> 442 

cgatgccgag gttgtcgtca atacggatca tgccggcatc attcggctga g 

<210> 443 
<211> 51 
<212> DNA 

<213> Homo sapiens . . 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 



<221> misc_f eature 
<222> (0) . . - (0) 

<223> Accession number cg39515668 
<400> 443 

tcggctgagc gagcacagta ttgccgcgca cgaaccggtc atactggtcg g 

<210> 444 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg39515668 
<400> 444 

gggcggagcc aacaagggcc agcagcgccc cagcaagacc ctcaccagag t 

<210> 445 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) . . . (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg21428405 
<400> 445 

tgacctcgcc aatgacagtg gcagcaacac cccaatgggc gcagatctcc a 

<210> 446 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg21428405 
<400> 446 

cctgggactc gctcatgagg atctcctcag gggcgaggtt cgggtcgcgc a 



<210> 447 

<211> 51 

<212> DNA 

<213> Homo sapiens 



<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg21428405 
<400> 447 

gaacgcggtc gagctcgacg tgcataccac cgtcgccagc actggccagc t 



<210> 448 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg38924050 
<400> 448 

tctcgttgat gaggtcgtta ccctcgcggg tacgttcacc gacaccggcg a 
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<400> 449 

tgaggtcgtt accctcacgg gtacgctcac cgacaccggc gaaaaccgaa g 

<210> 450 

<211> 51 

<212> DNA 

<213> Homo sapiens 



<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg38924050 
<400> 450 

aaaccgaagt accgccgaag ttgtgcgcga tacggtaaat catctcctga 

<210> 451 
<211> 51 
<212> DNA 
<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43925970 
<400> 451 

gagcacataa ggtgaaggtg gtgacaccca gagaagcgac ctctatatag 

<210> 452 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg41616031 
<400> 452 

aagggatgtc cccaaacttc cagtccgaac gccgcacata gtagtccatc 

<210> 453 
<211> 51 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 
<221> misc feature 



<222> (0) . . . (0) 

<223> Accession number cg41616031 
<400> 453 

tccccaaact tccagtctga acgcctcaca tagtagtcca tcacgaacgg c 

<210> 454 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession. number cg41616031 
<400> 454 

ggcagatgat cagtagaaag tcagccactg ccaggttgaa caggaaaatc c 

<210> 455 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg42489842 
<400> 455 

ggctggtcaa cacaggtctt ctgacgctgc gccagattgt tttgagcaaa g 

<210> 456 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg42489842 
<400> 456 

acacaggtct tctgaccctg cgccaaattg ttttgagcaa agttgatcag t 




<210> 457 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> . 
<221> allele 
<222> (26) ... (0) 

<223> single nucleotide poiyiaorphism 

<221> misc_f eature 
<222> (0) . . . (0) 

<223> Accession number cg42489842 
<400> 457 

gccagattgt tttgagcaaa gttgaccagt ctcttcatac caacacatcg c 

<210> 458 

<211> 51 

<212> DNA ' 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 



<400> 458 . > 

ttttgagcaa agttgatcag tctctccata ccaacacatc gctggatgct g 



<210> 459 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg42489842 
<400> 459 

ttcataccaa cacatcgctg gatgccgcaa gtgaatatgc caaatactgc t 

<210> 460 

<211> 51 

<212> DNA 

<213> Homo sapiens 




<221> 
<222> 
<223> 



misc_f eature 
(0) . . . (0) 

Accession number cg42489842 



<220> 



<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_f eature 
<222> (0) . . . (0) 

<223> Accession number cg42489342 
<400> 460 

cgctggatgc- tgcaagtgaa tatgctaaat actgctcaga aatattagga g 

<210> 461 
<211> 51 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0)-. . . (0) 

<223> Accession number cg42927358 
<400> 461 

ttttgtcttt gccaaacatc atcctaacaa atggtcagcc aacagaggac a 

' <210> 462 
<211> 51 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg42927358 
<400> 462 

atgaatttga cacaattgtc ttgccagtgc tttatctcat tatatttgtg g 

<210> 463 
<211> 51 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 



<223> Accession number cg32423505 
<400> 463 

ccctcctcct ggctgagaaa aagtttccct tgtgcaaaaa cactaggtac 

<210> 464 
<211> 51 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43968711 
<400> 464 

tatgattgga tgtggaagaa ctatccgttg cattcacatt taaacgattg 

<210> 465 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43297259 
<400> 465 

ctcctgtgtg tgtccttaag tgtctaatga ggtgtgactt ctggctaaag c 

<210> 466 
<211> 51 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg20612302 
<400> 466 

tggaggcggc ccacatggcg gccacggcca tcctcaacct gtccacgcgc t 



<210> 467 



<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 

<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43949162 
<400> 467 

gggccatgtt aaccacttcc ttttgttgat catctggttt taagaaagga t 

<210> 468 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43928442 
<400> 468 

catccacatg ggccacggtg atgggaagcc caaaggctcc gtatctgcag g 

<210> 469 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43976701 
<400> 469 

gacagctcat tcgactgtgt cagaagtttg gagaatatca taaagatgac c 

<210> 470 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 



<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg44005525 
<400> 470 

cttgactgtt aatattacaa tgataaattc ttgtccgaaa tgtaaccttt g 

<210> 471 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg44005525 
<400> 471 

attctggtgt aaaagtgata tcgaggaaga atacaccacc ctcatacacg g 

<210> 472 
<211> 51 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg44005525 
<400> 472 

gtgtaaaagt gatatcgaga aagaagacac caccctcata cacggatcct g 

<2l6> 473 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) . . . (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) ... (0) 

<223> Accession number cg44005525 



<400> 473 

gaaagaatac accaccctca tacacagatc ctggaggccc tagaatggtt g 

<210> 474 
<211> 51 
<212> DNA 

<213> Komo sapiens 
<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg44005525 
<400> 474 

cctcatacac ggatcctgga ggccccagaa tggttgatct ccattcatag a 

<210> 475 

<211> 51 
^ <212> DNA 
W <213> Homo sapiens 

<220> 
m. <221> allele 
Q: <222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
f <222> (0) . , . (0) 

r* <223> Accession number cg44005525 

i c 

pis 

fU' <400> 475 

fy gaggccctag aatggttgat ctccactcat agatgttatc gcctttggga c 

<210> 476 
~~ <211> 51 
-<212> DNA 
<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg44005525 
<400> 476 

tggttgatct ccattcatag atgttgtcgc ctttgggacc agcactgcaa t 

<210> 477 
<211> 51 



<212> DNA 

<213> Homo sapiens 
<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) .". . (0) 

<223> Accession number cg44005525 
<400> 477 

tatcgccttt gggaccagca ctgcagttag gtggagggtc taaagtgatg t 
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478 
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51 




<212> 


DNA 




<213> 


Homo sapiens 




<220> 






<221> 
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(26)... (0) 
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<223> 


single nucleotide polymorphism 




<221> 


misc feature 




<222> 


(0) . . . (0) 
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Accession number cg44005525 
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<400> 


478 



tgttggtcat atactgagtg gcaatgcttc ccaccaaagg gtcggcagga t 
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<210> 


479 


pis 


<211> 


51 
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<212> 


DNA 


f)K 


<213> 


Homo 


; =?'■ 
t J ; 


<220> 





sapiens 



<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_f eature * 
<222> (0) . . . (0) 

<223> Accession number cgl7663981 
<400> 479 

ccgagaaccc gggcacagcg agagcgtggt gccaagtggc ccaaaagttc a 

<210> 480 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 



3> single nucleotide polymorphism 



<221> misc_feature 
<222> (0) . .'. (0) 

<223> Accession number cgl7663981 
<400> 480 

cgggcacagc gagagcctgg tgccaggtgg cccaaaagtt cacgggcggc c 

<210> 481 
' <211> 51 
<212> DNA 
<213> Hcmo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg42907760 
<400> 481 

aacctgaagg ccaaagtgtt gactcagact cggagagcac agtcagcccc c 

<210> 482 
<211> 51 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . ."(0) 

<223> Accession number cg43301812 
<400> 482 

ctccatggct gggatgctct gctgcacttg gttttgcccg agtggcagcc t 

<210> 483 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 

<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43917756 



<400> 483 

agacactgac cactggggga ggtgcggaga ctgtgctgga tgtggtggaa a 

<210> 484 
<211> 51 . 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43918356 
• <400> 484 

catcttcatc tagaaacgcc ctcactgaaa tggaattgct gccagacgtg g 

<210> 485 
<211> 51 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43924089 
<400> 485 

ctgtggtcct ctccacagac agggttcaca tcaaactggg ggtgtctcca c 

<210> 486 
<211> 51 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43926428 
<400> 486 

caaacttcat gagattgaag atctggagct gctgctcctt gaacatgtct g 

<210> 487 
<211> 51 
<212> DNA 




<213> Homo sapiens 
<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . .'. (0) 

<223> Accession number cg43950657 
<400> 487 

cctctaccca tcggtcagtg tccccgccac cggggggctg ctgggactct. t 

<210> 488 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

Ljt. 

~~ <221> misc_feature 
H: <222> (0) . . . (0) 

/f <223> Accession number cg43955358 
m <400> 488 

Ly- cccgacaatt gtatctggca taaattcctt cacccagtag attaggaatg a 

II <210> 489 
1 <211> 51 
i\ <212> DNA 

S3 S3-. 

^ <213> Homo sapiens 
<220> 

<221> allele 
O <222> (26) ... (0) 

Q; <223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43970200 
<400> 489 

cattagagat ctgggctgca aggtctccaa cataatcaat aaacagattt t 

<210> 490 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 



<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43970200 
<400> 490 

ttaactgtgg tatacagtca gtgtacgcaa acattgattt aaagcggtca t 

<21C> 491 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43999667 
<400> 491 

gtacagcctg gtaatggaga atcaagtttt gctgtatcgt aaaggcagca a 
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<221> 
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<222> 


(26) ... (0) 
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<223> 


single nucleotide polymorphism 


i y 


<221> 


misc feature 
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. <222> 


(0) . . . (0) 


JSSS 

: i' 


<223> 


Accession number cg44009187 



<400> 492 

tcaacttgct ccagtaggcc gccggttctg caggcagctc gggctggaag a 

<210> 493 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg44020180 



<210> 
<211> 
<212> 
<213> 



Homo sapiens 



492 

51 

DNA 



<400> 493 



atgggtagac tcgagtttgg taaatatcca aaccataggc cacaaccaaa c 

<210> 494 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0! 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg44020180 
<400> 494 

tagactcgag tttggtaaat gtccagacca taggccacaa ccaaacaagt g 

<210> 495 
<211> 51 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg44020180 
<400> 495 

ccaaaccata ggccacaacc aaacatgtgg actccagacc cgagggagct g 

<210> 496 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg44020180 
<400> 496 

ccacaaccaa acaagtggac tccaggcccg agggagctgt gtagatacct c 

<210> 497 
<211> 51 
<212> DNA 

<213> Homo sapiens 



<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (C) 

<223> Accession number cg44020180 
<400> 497 

aacaagtgga ctccagaccc gagggcgctg tgtagatacc tcgcattcga g 





<210> 


498 




<211> 


51 




<212> 


DNA 




<213> 


Homo sapiens 
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(26) ... (0) 
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misc feature 




<222> 
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Accession number cg44020180 




<400> 


498 



lU- tggactccag acccgaggga gctgtataga tacctcgcat tcgagaaact g 
U- <210> 4 99 

g <2H> 5l 

L <212> DNA 

<213> Homo sapiens 



<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg44020180 
<400> 499 

ccagacccga gggagctgtg tagatgcctc gcattcgaga aactgtctgg t 

<210> 500 
<211> 51 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 



<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg44020180 
<400> 500 

ctgtgtagat acctcgcatt cgagagactg tctggttata gttgatgaat c 

<210> 501 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<22i> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) ... (0) 

<223> Accession number cg44020180 
<400> 501 

tgatgaatcg ctctgcgtgt atctggacat ctggagaata cgggattaag t 

<210> 502 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg44020180 
<400> 502 

gctctgcgtg tatctgtaca tctggggaat acgggattaa gttctcctct c 

<210> 503 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg44020180 
<400> 503 

tgtacatctg gagaatacgg gattaggttc tcctctctgc tttgttctgt t 



<210> 504 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg44020180 
<400> 504 

ctggagaata cgggattaag ttctcttctc tgctttgttc tgttgggatc t 
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Accession number cg44928323 
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' <400> 


505 



agcaggcaga tagaagttcc tgtcattttc tcctttttta cggggtagga t 



<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg44932392 
<400> 506 

tgtcttggtt tttgataaaa ttgttaaact tattgttgag atcagcgctg a 

<210> 507 
<211> 51 
<212> DNA 

<213> Homo sapiens 
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<213> 



Homo sapiens 



506 

51 

DNA 



<220> 

<221> allele 

<222> (26)... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43991434 
<4 00> 507 

tcttgaqcag acccatgtgc acgagcagcc tggtgaggaa ggtgttggag t 

<210> 508 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43985955 
<400> 508 

gcatgatagg atatggaatt cctcctcaaa tgggaagtgt tcctgtaatg a 

<210> 509 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43985955 
<400> 509 

gaattcctcc acaaatggga agtgtacctg taatgacgca accaacctta a 

<210> 510 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism^ 



<221> misc feature 



<222> (0) . . . (0) 

<223> Accession number cg43985955 
<400> 510 

aaatgggaag tgttcctgta atgacacaac caaccttaat atacagccag c 

<210> 511 
<211> 51 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43985955 
<400> 511 

tatacagcca gcctgtcatg agaccgccaa acccctttgg ccctgtatca g 
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M <221> misc_feature 
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fjj <223> Accession number cg44031765 

^ <400> 512 

acctcgccgt agtagatgta gcgcaacatg gactcgaagg cctgcctgct g 

<210> 513 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele ■ 
<222> (26) ... (0) 

<223>" single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43252100 
<400> 513 

tgcagcccag aggttctttt tactcaatgg taccaaatgc aactattcac c 



<210> 514 
<211> 51 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43934178 
<400> 514 

cgatgccatg cttctccatg agcgtaatga gctcggcctc cgtcaggtag t 

<210> 515 
<211> 51 
<212> DNA 

<213> Homo sapiens 

<220> 

p <221> allele 

2 <222> (26) ... (0) 

SI <223> single nucleotide polymorphism 

Ls, <221> misc_feature 

<222> (0) . . . (0) 
^ <223> Accession number cg43031103 

M- <400> 515 

s acatggccct ccccttggtt gaggaaacag caggggctgg tgtgaggtgc a 



U- <210> 


516 


p;i <211> 


51 


LH <212> 


DNA 


]jz <213> 


Homo sapiens 


H- <220> 




<221> 


allele 


<222> 


(26) ... (0) 


<223> 


single nucleotide polymorphism 


<221> 


misc feature 


<222> 


(0) . . . (0) 


<223> 


Accession number cg43258841 


<400> 


516 



taaatcttgt gtggccatca tccagggtgt ggaacatttc accgtcatct t 

<210> 517 
<211> 51 
<212> DNA 

<213> Homo sapiens 



<220> 



• 



<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43258841 
<400> 517 

catccagtgt gtggaacatt tcaccatcat cctctactgg tataatttga a 

<210> 518 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43258841 
<400> 518 

ggaacatttc accgtcatct tctacgggta taattt'gaaa gtgctttatt t 



<210> 519 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43258841 



<400> 519 

cttctactgg tataatttga aagtgtttta ttttttgtcc atgactcatt g 

<210> 520 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 



<221> misc_feature 
<222> (0) . . . (0) 



<223> Accession number cg43258841 
<400> 520 

ctggtataat ttgaaagtgc tttatctttt gtccatgact cattgacagt a 

<210> 521 
<211> 51 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43258841 
<400> 521 

tttgaaagtg ctttattttt tgtccgtgac tcattgacag tacgaaagtt t 



G 


<210> 


522 




<211> 


51 


V !? 


<212> 


DNA 




<213> 


Homo sapiens 




<220> 






<221> 


allele 


IU. 


<222> 


(26). ..(0) 




<223> 


single nucleotide polymorphism 




<221> 


misc feature 




<222> 


(0)...(0) 




<223> 


Accession number cg43258841 


§ u 


<400> 


522 



tttgtccatg actcattgac agtacaaaag ttttggggtt actctgacta t 

<210> 523 
<211> 51 
<212> DNA 

<213> Homo sapiens" 
<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43258841 
<400> 523 

aaactccatc cacaagtcct tgctggataa tcaatcgctg agcctcatct c 



<210> 524 



<211> 51 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 
<221> misc_feature 

<222> (0) ... (0) " . 

<223> Accession number cg43258841 

<400> 524 

ccacaagtcc ttgctgaata atcaaccgct gagcctcatc tctagaaatt t 

<210> 525 

<211> 51 

<212> DNA 

■ <213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43971614 
<400> 525 

tcactttcct gtggatttct ttctgcccgt agactgcatc tgctggcttt c 

<210> 526 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 

<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 
• <223> Accession number cg43971614 

<400> 526 

gctttccatt tgaatccaat cccccgtgga cataagaaga gttctttcca t 

<210> 527 

<211> 51 

<212> DNA 

<213> Homo sapiens 
<220> 

<221> allele 



<222> (26) ... (0) 

<223> single nucleotide polymorphism 



<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43320405 
<400> 527 

t.gttcttcag gcccttcacc atggagggca ggagggcctt caccttggcg g 

<210> 528 

<211> 51 

<212> DNA 

<213> Homo sapiens 
<220> 

<221> allele 

<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43922856 
<400> 528 

ttactggacc atctatacga aaatgctctg aagtttccac ccttttcctt g 

<210> 529 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43922856 
<400> 529 

gagttcttct tgaccctctt gtagactccc tagttaatgc ctgcagaggt c 

<210> 530 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc__f eature 
<222> (0) . . . (0) 

<223> Accession number cg43991007 



<400> 530 

caagagaaca gcaagtgcac caaacctagc tgaaacagaa aaagagacag c 

<210> 531 

<211> 51 

<212> DNA 

<213> Home sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43940463 
<400> 531 

ggctcaccag ctccagctgc gtgtgctcat ccaccaccag cgtgtacttg a 

<210> 532 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223>. single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg42676981 
<400> 532 

ggaagtagag gtcaggtggg gctgtagggc tcttcaggtt caaacaccgg a 

<210> 533 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43918561 
<400> 533 

ggaaggaggt ctacaccacg ctgaaaggee tctacgccac gcacgcctgc g 

<210> 534 
<211> 51 



<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43999712 
<4C0> 534 

acgtaccaaa tgaaatgctc tacggccgaa taggctacat ctatgctctg c 

<210> 535 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 

<222> (26) . . . (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43999712 
<400> 535 

taccaaatga aatgctctac gggcgcatag gctacatcta tgctctgctt t 

<210> 536 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_f eature . 
<222> (0) . . . (0) 

<223> Accession number cg43999712 
<400> 536 

gccatattca gcagatttgt gaaaccattt taacctctgg agaaaaccta t 

<210> 537 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 



<223> single nucleotide polymorphism 



<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43922139 
<400> 537 

acttgacttt ccagacacgg tgagggagga ggaggctgtc gggaccaaa'c 

<210> 538 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele . 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . ... (0) 

<223> Accession number cg43955639 
<400> 538 

caggcatggt gatgaggggt gctggtgcca gggaggtggc aggagctggc 

<210> 539 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 

<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) ... (0) 

<223> Accession number cg41022625 
<400> 539 

gcctggccat tgtcatcttc ttctccgtgc tgggcgtggt ctttggcaaa 

<210> 540 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg41022625 



<400> 540 

tggtctttgg caaagggaac acggccttct ggatcgtctt ctccatcatt 

<210> 54.1 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 

<222> (26) ...(G) 

<223> single nucleotide polymorphism 

<221> misc_f eature 
<222> (0) . . . (0) 

<223> Accession number cg41022625 
<400> 541 

gcaaagggaa cacggcgttc tggattgtct tctccatcat tcacatcatc 

<210> 542 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg44002669 
<400> 542 

ccttgcgctt gcactcgcgg cagcctctgt ccagttcctc cttctccttc 

<210> 543 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43302693 
<400> 543 

gccccacctg agtgacaatg atgtacttga ccccaccggg ggtcggctcc 

<210> 544 
<211> 51 
<212> DNA 



<213> Homo sapiens 



<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43921081 
<400> 544 

acttggaaag aaagtatgca gcgctgtacc agcctctctt tgacaagaga 

<210> 545 
<211> 51 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg42181143 
<400> 545 

cacaccagcg cttctgccac tccgacccaa agaaactatg atctttgctt 

<210> 546 
<211> 51 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43918701 
<400> 546 

ttttccagat gcgacagaca tcattcgggc atattctaga aaccaagggc 

<210> 547 
<211> 51 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 



<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43926685 
<400> 547 

agaattcctt actggatcac cgcaataaga ccatccacaa cgattaccgc a 

<210> 548 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg44927654 
<400> 548 

gtgccagctt ctccatggtg gcatctgtca ggatgctggg gtagggaggt t 

<210> 549 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43993462 
<400> 549 

ccaactcatt gacagtgagg ggtgcatctc cacttctgtt ggtgtaattg a 

<210> 550 
<211> 51 
<212> DNA 

<213> Homo sapiens < 
<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg44010310 



<400> 550 



ctatattctc tgattgtgca aagtatagga cattatattc gacatctttg g 

<210> 551 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43950590 
<400> 551 

ggtgcaccat gtacagctgc ccaatttgag agaagaatcc tccgacggct t 

<210> 552 
<211> 51 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43950590 
<400> 552 

gctgcccaat ctgagagaag aatcccccga cggcttcgtt accatcctgt c 

<210> 553 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) . . . (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43950590 
<400> 553 

cgacggcttc gttaccatcc tgtctaaagc ggattgcacg agcccagtaa t 

<210> 554 

<211> 51 

<212> DNA 

<213> Homo sapiens 



<220> 

<221> allele 

<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43950590 
<400> 554 

cgttaccatc ctgtctgaag cggatggcac gagcccagta attgccccat t 

<210> 555 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43950590 
<400> 555 

catcctgtct gaagcggatt gcacgggccc agtaattgcc ccattcaatc a 

<210> 556 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223>. single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43950590 
<400> 556 

cacgagccca gtaattgccc cattcgatca tggttcctgg tcggagttgg t 

<210> 557 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele , 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 



<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43950590 
<400> 557 

gtcggagttg gtaagacctg agttcgtata tattaggtcc ggatcttggc a 

<210> 558 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43950590 
<400> 558. 

ggtaagacct gagttcatat atattgggtc cggatcttgg cacaggctca t 

<210> 559 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43951092 
<400> 559 

gagtagaatt caagaagagt tcaatgtatc gatgttgcat gttattttta t 

<210> 560 
<211> 51 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43951092 
<400> 560 

tatttttatc tttagacatg gcagccactg catcttcatg tgtcacaaac t 



<210> 561 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_f eature 
<222> (0) . . . (0) 

<223> Accession number cg43951092 
<400> 561 

ctgcttctcc tgtggctctg ccatcggctc caatatcaat atgaactcgt a 

<210> 562 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> .(26) . . . (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43951092 
<400> 562 

catcagctcc aatatcaata tgaacgcgta ttggatttag tggtgagaag a 

■<210> 563 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43951092 
<400> 563 

tatcaatatg aactcgtatt ggattgagtg gtgagaagaa attagcaatg t 

<210> 564 

<211> 51 

<212> DNA 

<213> Homo sapiens 



<220> 

<221> allele 

<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43951092 
<400> 564 

ttagtggtga gaagaaatta gcaatatcat tttcagttgc acgaaaaggc 

<210> 565 

<211> 51 

<212> UNA 

<213> Homo sapiens 

<220> 

<221> allele 

<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43990820 
<400> 565 

catcagtttc cacttcgaca catcgatagt cctcacagcc acggccatcc 

<210> 566 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43990820 
<400> 566 

tcgacccctc ttcatcctcc aaaacccgaa cccttggtat ccttgtattg 

<210> 567 
<211> 51 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 
<221> misc feature 



<222> (0) . . . (0) 

<223> Accession number cg43S86914 



<400> 567 

tcaggaaaag gaagcatgac aattttccac ataaccaaag aagagaaggg a 

<210> 568 
<211> 51 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43119818 
<400> 568 

aagaaattat caatgtgggg cattccttcc atgtaaattt tgaggacaac g 

<210> 569 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg44027444 
<400> 569 

-cagtgccaga gtccaggaac tgaacgtcaa gagcccggct gctgtgaaca t 



<210> 


570 


<211> 


51 


<212> 


DNA 


<213> 


Homo sapiens 


<220> 




<221> 


allele 


<222> 


(26) ... (0) 


<223> 


single nucleotide polymorphism 


<221> 


misc feature 


<222> 


(0) . . . .(0) 


<223> 


Accession number cg29351416 


<400> 


570 



ccacacagga cactgtggtg gccctcgatg ctctgtccaa atacggagca g 



<210> 571 

<211> '51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg29351416 
<400> 571 

aggacactgt ggtggccctt gatgccctgt ccaaatacgg agcagctact t 

<210> 572 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) ... (0) 

<223> Accession number cg29351416 
<400> 572 

agttccaagt agacaacagt aatcgtctgt tactgcagca ggtctcatta c 

<210> 573 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg29351416 
<400> 573 * 

tgtatgctca gaccacgctg agatataaca tgcccttgga gaagcagcag c 

<210> 574 * 

<211> 51 

<212> DNA 

<213> Homo sapiens 



<220> 



<221> allele 
<222> (26) . . . (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg29351416 
<400> 574 

atgctcagac cacgctgaga tacaatatgc ccttggagaa gcagcagcct 

<210> 575 
<211> 51 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43950273 
<400> 575 

ggtcttcaat aaagtagtta tggcaagtcc tgatccacat agatagctga 

<210> 576 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg44930828 
<400> 576 

tcaacacaag gcagccacag gccaagatca ttgtattggg tttgttacct 

<210> 577 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 



<223> Accession number cg44930828 
<400> 577 

ggcagccaca ggccaaaatc attgtgttgg gtttgttacc tcgaggtgag a 

<210> 578 
<211> 51 
<212> DNA 
. <213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg44930828 
<400> 578 . 

tgggtttgtt acctcgaggt gagaagccca atcctttgag gcaaaagaac g 

<210> 579 
<211> 51 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg44930828 
<400> 579 

tgttacctcg aggtgagaaa cccaaccctt tgaggcaaaa gaacgccaag g 

<210> 580 
<211> 51 
<212> DNA 

<213> Homo sapiens" 
<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg44930828 
•<400> 580 

ctcgaggtga gaaacccaat cctttaaggc aaaagaacgc caaggtgaac c 



<210> 581 



<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 

<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg44930828 
<400> 581 

aacccaatcc tttgaggcaa aagaatgcca aggtgaacca actcctcaag g 

<210> 582 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) . . . (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg44930828 
<400> 582 

ggcaaaagaa cgccaaggtg aaccagctcc tcaaggtttc gctgccgaag c 

<210> 583 
<211> 51 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (.0) ... (0) 

<223> Accession number cg44930828 
<400> 583 

aggtgaacca actcctcaag gtttccctgc cgaagcttgc caacgtgcag c 

<210> 584 
<211> 51 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> allele 




<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 
" <223> Accession number cg44930828 

.<400> 534 

aggtittcgct gccgaagctt gccaatgtgc agctcctgga taccgacggg g 

<2i0> 585 

<21i> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg44930828 
<400> 585 

tgcagctcct ggataccgac gggggctttg tgcactcgga cggtgccatc t 

<210> 586 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg44930828 
<400> 586 

agctcctgga taccgacggg ggtttcgtgc actcggacgg tgccatctcc t 

<210> 587 
<211> 51 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43975478 



<400> 587 

aaaaccctga gaaaagatac aatgttctgg gagctgagac tgtgctcaat c 

<210> 588 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26)... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) ... (0) 

<223> Accession number cg42530218 
<400> 588 

gcatgcccag taataaagat gaagacgggc tagtggtttt agttttcaac a 

<210> 589 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43122111 
<400> 589 

agtggtggat ccccaggagg aggagagaag gcgggcaggt ggcggggcag a 

<210> 590 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 

<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43986282 
<400> 590 

cttttggccc atacttcttt ccgtaacagg atttgcagta gatctcttca t 



<210> 591 
<211> 51 



<212> DNA 

<213> Homo sapiens 



<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) ., . (0) 

<223> Accession number cg43986282 
<400> 591 

aggatttgca gtagatctct tcatcatgaa ttgccactgt tgtgctatct 

<210> 592 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . - - (0) 

<223> Accession number cg43986282 
<400> 592 

catcgtgaat tgccactgtt gtgctgtcta aatttttcct gcaaaccatg 

<210> 593 ' 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 

<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature - . 
<222> (0) . . . (0) 

<223> Accession number cg43986282 
<400> 593 

ctaaattttt cctgcaaacc atgcacagaa agcagcagcg gtggaagctc 

<210> 594 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 



<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . .'(0) 

<223> Accession number cg43986282 
<400> 594 

agaaagcagc agcggtggaa gctccggcca tcacactgca cctcttctgc 

<210> 595 

<2il> 51 

<212> DNA 

<213> Komo sapiens 
<220> 

<221> allele 

<222> (26) . . . (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43986282 
<400> 595 

tcctgccatc acactgcacc tcttcagcgt ggtacacggt cctcccacag 

<210> 596 
<211> 51 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> allele 
<222>. (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43986282 
<400> 596 

gcacctcttc tgcgtggtac acggttctcc cacaggcccc acacttgttt 

<210> 597 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) ... (0) 

<223> Accession number cg43986282 



<400> 597 

cttctgcgtg gtacacggtc ctcccgcagg ccccacactt gtttccacct c 

<210> 598 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 

<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43986282 
<400> 598 

ggtacacggt cctcccacag gccccgcact tgtttccacc tccccagaca g 

<210> 599 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43986282 
<400> 599 

cggtcctccc acaggcccca cacttatttc cacctcccca gacaggcatt c 

<210> 600 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) . . .(0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg42723058 
<400> 600 

gtcccctacc accaccggtc acagacgtga gccttgagtt gcagcagctg c 

<210> 601 
<211> 51 
<212> DNA 



<213> Homo sapiens 



<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

< 2 2 1 > miso_feature 
<222> (0) ... (0) 

<223> Accession number cg42723058 
<400> 601 

agatgtgagc cttgagttgc agcagttgcg ggaagaacgg aaccgcctgg a 



<210> 


602 


<211> 


51 


<212> 


DNA ■ 


<213> 


Homo sapiens 


<220> 




<221> 


allele 


<222> 


(26)... (0) 


<223> 


single nucleotide polymorphism 


<221> 


misc feature 


<222> 


(0) . . . (0) 


<223> 


Accession number cg43981269 


<400> 


602 



agatggctgg ccagatgggc atgtttaacc ccatggccat ccctttcggg g 

<210> 603 
<211> 51 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43972159 
<400> 603 

taggttctcg ggctgctgaa ctgttagatt ttgacttttc tttctccttg c 

<210> 604 
<211> 51 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 



<221> misc_f eature 
<222> (0) . . . (0) 

<223> Accession number cg43972159 
<400> 604 

gggctgctga actgttcgat tttgabtttt ctttctcctt gctgtctgtc a 

<210> 605 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43972159 
<400> 605 

ctttctcctt gctgtctgtc acaggcaccc acttaaatat cctcagggac g 

<210> 606 
<211> 51 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_^f eature 
<222> (0) . . . (0) 

<223> Accession number cg43972159 
<400> 606 

ccttgctgtc tgtcacagga acccatttaa atatcctcag ggacgtgtca c 

<210> 607 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feat"ure 
<222> (0) . . . (0) 

<223> Accession number cg43972159 



<400> 607 



gggacgtgtc acccacagtc acccatttct tctcccattt ccgcacttt 



<210> 608 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) . . . (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0j . . . (0) 

<223> Accession number cg43972159 
<400> 608 

ccgccatcac cttcttgatg tcatctttgg cccggctacg ggtctcggcc 

<210> 609 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0). . . (0) 

<223> Accession number cg44911139 
<400> 609 

gcaaggttcg cgatgtacgt atcatttcag atcggaactc acgtcgttct 

<210> 610 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg42539705 
<400> 610 

aaacggaact atttccagat gaggcagggt gtctgggagg ggctgtgggt c 

<210> 611 
<211> 51 
<212> DNA 

<213> Homo sapiens 



<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg42028329 
<400> 611 

ccaaggagaa cccgtgcaga aaatttcagg ccaacatctt caacaagagc < 

<210> 612 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) . /. (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg42028329 
<400> 612 

actttgacaa cccagtacac cggtcacgga aatggcagcg acggttcttc a 

<210> 613 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg42028329 
<40.0> 613 

accggtctcg gaaatggcag cgacgattct tcatccttta cgagcacggc c 

<210> 614 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 



<221> misc__feature 
<222> (0) . . . (0) 

<223> Accession number cg42028329 
■ <400> 614 

ggcagcgacg gttcttcatc ctttatgagc acggcctctt gcgctacgct 

<210> 615 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 

<222> (26)... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg42028329 
<400> 615 

gacggttctt catcctttac gagcatggcc tcttgcgcta cgccctggat 

<210> 616 
<211> 51 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg42028329 
<400> 616 

tcctttacga gcacggcctc ttgcgatacg ccctggatga gatgcccacg 

<210> 617 
<211> 51 
<212> DNA 
. <213> Homo sapiens 

<220> 

<221> allele 

<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) ... (0) 

<223> Accession number cg42028329 
<400> 617 

gctacgccct ggatgagatg cccaccaccc ttcctcaggg caccatcaac c 



<210> 618 
<211> 51 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg42392719 
<400> 618 

tcgcgagaac ggcctcagtg ccaagtccct tacccctgca gctgggctct 

<210> 619 

<2li> 51 

<212> DNA 

<213> Homo sapiens 
<220> 

<221> allele 

<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg42392719 
<400> 619 

tctcccccaa ggtggggtct tctaggtctg tgaggaagag gttcacatct 

<210> 620 
<211> 51 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> allele 
<222> (26) . . . (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg42392719 
<400> 620 

ctagatctgt gaggaagagg ttcacgtctc ccaccatgca gctctcttca 

<210> 621 . 
<211> 51 
<212> DNA 

<213> Homo sapiens 




<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) ... (0) 

<223> Accession number cg39512856 
<400> 621 

acgcgtcgcc ggaagccacg tcataaacgg ttttaccccg atggtcttca a 

<210> 622 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 

<222> (26) ... (0) 

<223> single nucleotide polymorphism 

O- <221> misc_feature 
yj <222> (0) ... (0) 

<223> Accession number cg39512856 

<400> 622 

^ cgtcatagac ggttttaccc cgatgatctt caacgagatg ccacgatgcc t 

W <210> 623 

H <211> 51 

s <212> DNA 

M <213> Homo sapiens 



<221> misc_feature 
<222> (0) ... (0) 

<223> Accession number cg39512856 
<400> 623 

cctcatcact gttgaaaaca gccacgaagc cagccggaat atctggcggt g 

<210> 624 
<211> 51 
<212> DNA 
<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 



Z ft. 



<220> 
<221> 
<222> 
<223> 



allele 
(26) ... (0) 

single nucleotide polymorphism 



<221> misc feature 




<222> (0) . . . (0) 

<223> Accession number cg.39512856 
<400> 624 

agccagccgg aatatctggc ggtgcgatat cggtactgtt tgcaggcaga c 

<210> 625 

<211>' 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg39512856 
<400> 625 

gcggtgcaat atcggtactg tttgctggca gaccggtatg aggcggaata t 





<210> 


626 


yj 


<211> 


51 




<212> 


DNA 


f 1=} 


<213> 


Homo sapiens 


y; 


<220> 






<221> 


allele 




<222> 


(26)... (0) 




<223> 


single nucleotide polymorphism 


c :. 


<221> 


misc feature 


ss=St 


<222> 


(0)...(0) 


a : ' 

3 W 


<223> 


Accession number cg39512856 


S SB 


<400> 


626 



tatcggtact gtttgcaggc agacctgtat gaggcggaat atatgcgtca c 

<210> 627 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg37445474 
<400> 627 

ccctgcaagc tctgtatgga acgattcccc agatctttgg gaaaggagaa t 



<210> 
<211> 
<212> 
<213> 



628 

51 

DNA 



Homo sapiens 



<220> 

<221> allele 

<222> (26) ... (0) 

<223> single nucleotj.de polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg30791729 
<400> 628 

cagatccagt ggccttcccc cagctttgtc aactgtgtcc aggctgtggc t 

<210> 629 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) . . . (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg42522690 
<400> 629 

gtgaacagtg taaatcagtt tttcactggg acatgaaatc caaggataag g 

<210> 630 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg42522690 
<400> 630 

ctcgaaagtc tcttggtgag gaatacacag aagactatga gcaacccagg g 

<210> 631 

<211> 51 

<212> DNA 

<213> Homo sapiens 



<220> 



<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43982164 
<400> 631 

aggtctacgt gttgaagcgt cctcacgtgg atgagttcct gcagcgaatg g 



<210> 


632 


<211> 


51 


<212> 


DNA 


<213> 


Homo sapiens 


<220> 




<221> 


allele 


<222> 


(26) ... (0) 


<223> 


single nucleotide polymorphism 


<221> 


misc feature 


<222> 


(0) . . . (0) 


<223> 


Accession number cg43980889 


<400> 


632 



aagaccattt acaagtagaa aatgacgctt accctggtac cgatagaaca g 

<210> 633 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43980889 
<400> 633 

tagaaaatga tgcttaccct ggtactgata gaacagaaaa tgttaaatat a 

<210> 634 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 



<223> Accession number cg43980889 
<400> 634 

atgatgctta ccctggtacc gataggacag aaaatgttaa atatagacaa g 

<210> 635 
<211> 51 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43980889 
<400> 635 

gtaccgatag aacagaaaat gttaagtata gacaagtgga ccattttgcc t 

<210> 636 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 

<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43955651 
<400> 636 

cttccaccac gcctgtgttc tgggcactga caaaggccac cttgttggtg t 

<210> 637 
<211> 51 
<212> DNA 

<213> Homo sapiens- 
<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43955651 
<400> 637 

tgacaaaggc caccttgttg gtgtcaggct tgaggcgaat gaagccacac t 



<210> 638 



<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc__f eature 
<222> (0) . . . (0) 

<223> Accession number cg42353267 
<400> 638 

ggccttcgat ccagtccatg agcaacgcca tatagcgcgg cgcagagagc t 

<210> 639 

<211> 51 

<212> DNA . 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg37027086 
<400> 639 

gggttcttca actgggacag gaggcctcta cccaccaggc ccaaaacgag g 

<210> 640 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg42688841 
<400> 640 

tcaacataag gtagaatttc attaatctca agaagcgagc gtcatagtat a 

<210> 641 
<211> 51 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> allele 




<222> (26) ... (0) 
<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg42688841 
<400> 641 

ataaggtaga atttcattaa cctcaggaag cgagcgtcat agtataaaga 

<210> 642 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature ■ 
<222> (0) . . . (0) 

<223> Accession number cg42688841 
<400> 642 

agaatttcat taacctcaag aagcgggcgt catagtataa agaaggcttg * 

<210> 643 
<211> 51 
. <212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 

<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc__feature 
<222> (0) . . . (0) 

<223> Accession number cg42688841 
<400> 643 

tcaagaagcg agcgtcatag tataaggaag gcttgacgac aaacagtctc t 

<210> 644 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) ... (0) 

<223> Accession number cg43982291 



<400> 644 

cactgtgacc attttgtaca gcaagcagca gcggtatatt cccatccaaa 

<210> 645 
<211> 51 
<212> DNA 

<213> Homo sapiens' 
<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43982291 
<400> 645 

gtaaagctgt tttcccagag ctgtcaacac tttcggctgg gcatttagac 

<210> 646 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg44003673 
<400> 646 

catgcttggt gcctggtgcc aggtgggtga tgacgacctc cacggcctgc 

<210> 647 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg44003673 
<400> 647 

catcagagat gtgcaggaag atgtcagggc cgccatcagc tggggtaatg 

<210> 648 
<211> 51 



<212> DNA 

<213> Komo sapiens 



<220> 

<221> allele 

<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg44003673 
<400> 648 

tgtcggggcc gccatcagct ggggtgatga agccatggcc cttggaccgg c 

<210> 649 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg44936941 
<400> 649 

cgcgcacctc gtcgccgatc tgctgcccgg tctccttgcc gaggaagtcg t 

<210> 650 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_f eature " 
<222> (0) . . . (0) 

<223> Accession number cg39523553 
<400> 650 

ggtctgcccg atccgggatg gctgcaggtg ggtgatcgac ggtaggccgg a 

<210> 651 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 



<223> single nucleotide polymorphism 



<221> misc_feature 
<222> (0) ... (0) 

<223> Accession number cg39523553 
<400> 651 

atggctgccg gtgggtgatc gacggcaggc cggacaatgc cccggcccgt c 

<210> 652 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 

<222> (26) . .'. (0) 

<223> single nucleotide polymorphism 

<221> misc_f eature 
<222> (0) . . . (0) 

<223> Accession number cg39523553 
<400> 652 

gaggacagcc atggaagggc acggaccgcc agtgccgcgg cgtgattatg g 

<210> 653 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg39523553 
<400> 653 

acgtggtgcg caacagccct cacggggtga aggtccagat ggctctttcc g 

<210> 654 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc__feature 
<222> (0) . . . (0) 

<223> Accession number cg39523553 



\ 




<400> 654 

cctggcccga gctcgatcag gcatcgaggt gcctggaatc cttactcgat g 

<210> 655 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_f eature 
<222> (0) . . . (0) 

<223> Accession number cg39523553 
<400> 655 

tcgatcaggc atcaaggtgc ctggagtcct tactcgatga cggtttagtg c 

<210> 656 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) . . . (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg36728314 
<400> 656 

gctgctgctt cttccttgtg gcaacaatct tctgggcaac gtcctggaag a 

<210> 657 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) , . . (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg41677120 
<400> 657 

ttcag-tgcac aaatgagatg aatgttaaca tcccacagtt ggcagacagt t 

<210> 658 
<211> 51 
<212> DNA 




<213> Homo sapiens 
<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg44126579 
<400> 658 

aggagtattc atcatcccca atgccatagc cttcatgatt gaggaatttg c 





<210> 


659 




<211> 


51 




<212> 


DNA 




<213> 


Homo sapiens 




<220> 






<221> 


allele 




<222> 


(26) ... (0) 
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<223> 


single nucleotide polymorphism 


VII 

SI 


<221> 


misc feature 


<222> 


(0) . . . (0) 




<223> 


Accession number cg44126579 


Whi- 

S . li- 
st '. 


<400> 


6.59 



gagtggccca gccaatctgc atgacaccag aagtgaccac tgttacttca t 





<210> 


660 




<211> 


51 


¥~ 


<212> 


DNA 


ry- 


<213> 


Homo sapiens 


ru- 


<220> 




o 


<221> 


allele 




<222> 


(26)... (0) 




<223> 


single nucleotide polymorphism 




<221> 


misc feature 




<222> 


(0)...(0) 




<223> 


Accession number cg38925480 




<400> 


660 



agaatctcac cagccttgtg gtgctacatt tgcataacaa ccgcatccag c 

<210> 661 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 



<221> misc_f eature 

<222> (0) . . . (0) - 

<223> Accession number cg43323149 

<400> 661 

gcaccagcgg aagccctaca gacgggctca gcgtcatgca agggccctac 

<210> 662 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<22C> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43323149 
<400> 662 

ctacagacgg actcagcgtc atgcaggggc cctacagcga aacagccagc 

<210> 663 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43323149 
<400> 663 

gaaaatacag ccggttagaa gttcaggccg atgtccaaaa ggaaattttc 

<210> 664 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg34243633 



<400> 664 



ccaccacaga gataatgcag gccagcgagg agattgcact ggatgtcacc a 



<210> 665 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 

<222> (26) . . . (0) 

<223> single nucleotide polymorphism 

<221> misc__f eature 
<222> (0) . . . (0) 

<223> Accession number cg34243633 
<400> 665 

caactgctgt cacaatgctg gcaccaacat aagaacttgt tttccagctg g 

<210> 666 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg34243633 
<400> 666 

ggagcagcat ggcaaccagt gtgcctaaaa gccccagaag' gcctaggatg t 

<210> 667 
<211> 51 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43942922 
<400> 667 

agcccacatc tcaggccact aggggaagaa caaataggtc ctctgtcaag a 

<210> 668 

<211> 51 

<212> DMA 

<213> Homo sapiens 



<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> mis cofeature 
<222> (0) . - . (0) 

<223> Accession number cg43942922 
<4C0> 668 

cagttgtccc cacagcccct gagcttcagc cttccacctc cacagaccag c 

<210> 669 

. <211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

n 

<221> misc_feature 
C y <222> (0) . . . (0) 

~' 4 <223> Accession number cg43942922 
CO- <400> 669 

ly ctgtcaagac ccctgaaaca gttgtcccca cagcccctga gctccagcct t 
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<210> 


670 




<211> 


51 




<212> 


DNA 


m 


<213> 


Homo sapiens 
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<220> 




lU 


<221> 


allele 


paa. 
z — :. 


<222> 


(26) ... (0) 


a. 


<223> 


single nucleotide polymorphism 




<221> 


misc feature 




<222> 


(0) . . . (0) 




<223> 


Accession number cg43955219 




<400> 


670 



cctggccaac atggcaaaac cccgtttcta ctaaaaatac aaaaagccgg g 

<210> 671 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 



CI 

Li. 



<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg29142822 
<400> 671 

cactcacaaa aagggcaaga agcgcgagga gggataatgt cttggaagc 

<210> 672 

<2I1> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) .. . (0) 

<223> Accession number cg43988710 
<400> 672 

ttggtgaaga ggttgtacag cactcttagt gtagacttca ggtcacagtt 

<210> 673 
<211> 51 
<212> DNA 

<213> Homo sapiens 



c a 



LJ-. <220> 

py: <221> allele 

^ <222> (26) ... (0) 

g <223> single nucleotide polymorphism 

<221> misc_fea'ture 
J*; <222> (0) . .. (0) 

[U <223> Accession number cg43988710 
Q <400> 673 

p agaggttgta cagcactcgt agtgtggact tcaggtcaca gttgacaatg t 

<210> 674 
<211> 51 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) ... (0) 

<223> Accession number cg39516123 



<400> 674 

gcttggaccg gcatgtggcc tatggcggct attctacccc ggaggatcgg a' 



<210> 675 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg39516123 
<400> 675 

caggcagcct gggacagccc agcccatctg cccagagaaa ctaccagagc t 51 



<210> 676 

<211> 51- 

<212> DNA 

<213> Homo sapiens 

™ <220> 

jH; <221> allele 

y. <222> (26) ... (0) 

H <223> single nucleotide polymorphism 



LJ; <221> misc_feature 

ry>. <222> (0) . . . (0) 

L,I <223> Accession number cg39516123 





<400> 676 
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tccggaaagc caggctcgag ctcagttcag tgtggctggc g 
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<210> 677 




e y 


<211> 51 






<212> DNA 






<213> Homo 


sapiens 



<220> 

<221> allele 

<222> (26) ... (0) - . 
<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg39516123 
<400> 677 

cggtgcctgg gagccctcag gcgcgtcaca gaacagtggg caccaacact c 51 

<210> 678 

<211> 51 

<212> DNA 

<213> Homo sapiens 



<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc__f eature 
<222> (0) . . . fO) 

<223> Accession number cg42731307 
<400> 678 

ggaaatgagc . caaagttcgc atgaacccac ggaagtttac ctggtcctct 

<210> 679 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg44128084 
<400> 679 

ccggacaaca ccgttggagt tctttcgccg tcaacgagtt gtctctggaa 

<210> 680 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg44128084 
<400> 680 

tgagcgctca cgctctcttt gctcggccgc tggtcatgag cccagctgct 

<210> 681 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 



<22i> misc feature 



<222> (0) ... (0) • 
<223> Accession number cg44128084 

<40C> 681 

tctttgctcg accgctggtc atgagtccag ctgctcgagt ggaccttgac a 

<210> 682 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 

<222> (0) ... (0) ' ' 

<223> Accession number cg44128084 

<400> 682 

tggtcatgag cccagctgct cgagtagacc ttgacatcca gccagacggt t 

<210> 683 
<211> 51. 
<212> DNA 
<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg44128084 
<400> 683 

acatccagcc agacggttca gaatcggcgg ttctgtggtg cgacgggcgc c 

<210> 684 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0)...(0) 

<223> Accession number cg30455661 
<400> 684 

ccacatacac aacagcatat acctttcctg ggattctcaa gtggtttgaa g 



<210> 685 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc__feature 
<222> (0) . . . (0) 

<223> Accession number cg30455661 
<400> 685 

gatttcaaca gaagaaatca gccctttgga gaatgccata gaaaccatgg 

<210> 686 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) . . . (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg30455661 
<400> 686 

ccatagaaac catggagctg accaatgaga ggatcagcaa ctgtgttcag 

<210> 687 

<211> 51 ' 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 

<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43302460 
<400> 687 

agctcgggag tacaggtgaa acttcgcgaa ttgcctgttc cttctttctg 

<210> 688 

<211> 51 

<212> DNA 

<213> Homo sapiens 



<220> 



<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_f eature 
<222> (0) . . . (0) 

<223> Accession number cg43153425 
<4 0'0> 688 

aaggccgact ttctgtagga agtaatcgtg accgacagat cagcatgtct g 

<210> 689 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc__f eature 
<222> (0) . . . (0) 

<223> Accession number cg4315.3425 
<400> 689 

gactttctgt aggaagtaac cgtgatcgag agatcagcat gtctgtcggt c 

<210> 690 

<211> 51 

<212> DNA 

<213> Homo sapiens 
<220> 

<221> allele 

<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43153425 
<400> 690 

gtgaccgaga gatcagcatg tctgttggtc tgggaaggtc acagttagac t 

<210> 691 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 



<223> Accession number cg43153425 



<400> 691 

tcagcatgtc tgtcggtctg ggaagatcac agttagactc caaaggagga g 

<210> 692 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 

<222> (26) . . . (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43153425 
<400> 692 

tgtctgtcgg tctgggaagg tcacaattag actccaaagg aggagtagtt g 

<210> 693 
<211> 51 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) ... (0) 

<223> Accession number cg43153425 
<400> 693 

tcggtctggg aaggtcacag ttagattcca aaggaggagt agttggtggg a 

<210> 694 
<211> 51 
<212> DNA 

<213> Homo sapiens - 
<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43153425 
<400> 694 

gtctgggaag gtcacagtta gactctaaag gaggagtagt tggtgggacc a 
<210> 695 



<211> 51 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_f eature 
<222> (0) ... (0) 

<223> Accession number cg43153425 
<400> 695 

caaatcagca accaaaccac aaaattcaaa ttactatggg ttctactgaa t 

<210> 696 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 

<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43153425 
<400> 696 

tgggttctac tgaatctcgg gttgattaca tgggctcaag catcctcatg g 

<210> 697 
<211> 51 . 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg30384142 - 
<400> 697 

cttgcgcggc accaggcggt aagacaaccc atattttaga actggcacct c 

<210> 698' 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 



<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg44015614 
<400> 698 

gctctggctg gggrgcagta tacttttcca cgtattctat ttccacaact t 

<210> 699 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 

<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg44015614 
<400> 699 

gctggggtgc agtatacttc tccacatatt ctatttccac aacttcttct g 

<210> 700 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg44015614 
<400> 700 

tctccacgta ttctatttcc acaacctctt ctgatgagat gttctccatt t 

<210> 701 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg44015614 



<400> 701 

cgtattctat ttccacaact tcttccgatg agatgttctc catttccatg t 



<210> 702 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg44015614 
<400> 702 

ctatttccac aacttcttct gatgaaatgt tctccatttc. catgtgtttg t 
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<400> 


703 


l 


agggcattcg cagaaactgg cccttgataa ggaaatcaaa 




<210> 


704 




<211> 


51 




<212> 


DNA 




<213> 


Homo sapiens 




<220> 






<221> 


allele 




<222> 


(26) ... (0) 




<223> 


single nucleotide polymorphism 



<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg42380652 
<400> 704 

agtccaggca ggggcccacg tcctcccggt acaccctttc caggaagggg c 



<210> 705 
<211> 51 



<212> DNA 

<213> Homo sapiens 



<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> mi sc_ feature 
<222> (0) . .'. (0) 

<223> Accession number cg43931038 
<400> 705 

tcttctctag agtcccgcgg ctcacggcct ■ ttgctgcgaa gggcaacttg t 

<210> 706 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43931038 
<400> 706 

gtcccgcggc tcacagcctt tgctgggaag ggcaacttgt gggcaacctg g 

<210> 707 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature * 
<222> (0) . . . (0) 

<223> Accession number cg43931038 
<400> 707 

aagggcaact tgtgggcaac ctggttaagg aaaccttgac ttcttcaaat t 

<210> 708 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 



<223> single nucleotide polymorphism 



<221> misc_f eature 
<222> (0) . . . (0) 

<223> Accession number cg43931038 
<400> 708 

aacttgtggg caacctggtc aaggacacct tgacttcttc aaattcacaa 

<210> 709 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43931038 
<400> 709 

gcaacctggt caaggaaacc ttgacctctt caaattcaca acgcccaccc 

<210> 710 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43931038 
<400> 710 

ccttgacttc ttcaaattca caacgtccac ccatctctac aacaaggcgg 

<210> 711 
<211> 51 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43931038 



<400> 711 

tcacgtagtg gtcaatagca cctttacctc cccccatgcg atgcccaaca c 

<210> 712 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) . . . !0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43338979 
<400> 712 

catcatctcc tgaagatgct agcactgttc ctgttatatt ccaactcact c 

<210> 713 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 



<400> 713 

gaattggttc tgaggagttt gaggaacttc ttttactgat ggacagaaat c 



<210> 714 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg38450437 
<400> 714 

ccagggaaag tgcacagcca gagaactggt cttgcaactg catccagtgt g 



<221> 
<222> 
<223> 



misc_f eature 
(0) . . . (0) 

Accession number cg38450437 



<210> 715 
<211> 51 
<212> DNA 



<213> Homo sapiens 



<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc__feature 
<222> (0) , . . (0) 

<223> Accession number cg43314946 
<400> 715 

ccttccggat gactttctcc gcatcttgcc ccagcagctg gacagcatac 

<210> 716 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . ..(0) 

<223> Accession number cg44010070 
<400> 716 

tcaagcactc ggacgggacg cgcacctgcg ccaagctcta tgacaagagc 

<210> 717 

<211> 51 

<212> DNA 

<213> Homo sapiens 

• <220> 

<221> allele 

<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg39380052 
<400> 717 

acctcatcac cccgtaccat cagactctcg acaaggtcac tgagcgtttt c 

<210> 718 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 



<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg39380052 
<400> 718 

gtcgtggcat cgggccgacc tactccgaca agatcaatcg gatgggtatt 

<210> 719 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg39380052 
<400> 719 

actctgacaa gatcaatcgg atgggcattc gcgtccagga tcttttcgac 

<210> 720 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43329819 
<400> 720 

tcatcgacaa ccagaacctc ctcttcgagc tctcctacaa gctggaggca 

<210> 721 
<211> 51 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43298242 
<400> 721 



ctgaagatct gttggcaggg ctcacggaga cgggggtgag gggagagatc 



<210> 722 
• <211> 51 
<212> DNA 

<213> Homo sapiens 
<22C> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43298242 
<400> 722 

tggcagggct cacagagacg ggggtaaggg gagagatcgt gggttcatga 

<210> 723 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43970780 
<400> 723 

ggagttctgg ttctggtaga tggaaacttt ctctttcaac aggtccagac 

<210> 724 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 

<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43957906 
<400> 724 

ggagtccttg gcggcgtcat atgggcgctc cttggagggg atctccagga 

<210> 725 
<211> 51 
<212> DNA 

<213> Homo sapiens 



<220> 

<221> allele 

<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43952088 
<400> 725 

tgaggggagc gtcgccggcc gcggaacaga tgccgcgggg gccgctcgca g 

<210> 726 

<211> 51 

<212> DNA - 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

O 

: q- <221> misc_feature 

<222> (0) . . . (0) 
, T' <223> Accession number cg43956666 

Rj; <400> 726 

actcctgttc tggggacagt ttggtgttaa aacacttaaa tatagatccg g 
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Accession number cg43942011 




<400> 


727 



ttccccatgt gaaacatctg gcttgtgaca ggtgattttt tcacaggtag g 

<210> 728 

<211> 51 

<212> DNA 

<213> Homo sapiens 
<220> 

<221> allele 

<222> (26) ... (0) 

<223> single nucleotide polymorphism 



<221> misc_f eature 
<222> (0) ... (0) 

<223> Accession number cg43973728 
<400> 728 

tatgaaccac ccagatctga agaagctgct gttctgaaac agaagttgga 

<210> 729 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) . . .. (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg44017721 
<400> 729 

tcctgctcct ccgtggcctc ctttgacagc gctggccaag ccccgggtca 

<210> 730 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43273880 
<400> 730 

caaaagaaga aagacgacgt gactgcgggt aagaaaccat ttcgtccaga 

<210> 731 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43992911 
<400> 731 

gaagaagaac ttttttaaac tgaacgataa aagtgaaaaa gataagaagg 



<210> 732 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg41029366 
<400> 732 

tgcggccaca aagaggacgc gggcgcggtg tgctcagagc accagtcctg g 

<210> 733 

<211> 51 

<212> DNA 

<213> Homo sapiens 

y3 <220> 

Sj L <221> allele 

U <222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 
H" <223> Accession number cg43931167 

a 

M <400> 733 

^ cgagaactga agaaagcaag aacaggccta caaatggatg aactcaaatg t 

r-j., <210> 734 

L~ <211> 51 

£~ <212> DNA 

*« 5 <213> Homo sapiens 

<220> 

<221> allele 

<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43925670 
<400> 734 

aatctgaatt ttgtcatact cttctttcat ttttaaatta agttttaaat c 

<210> 735 

<211> 51 

<212>' DNA 

<213> Homo sapiens 



<220> 



<221> allele 
<222> (26)... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43925670 
<400> 735 

tagaacaatg ttcttgtatt tttttgccat ctttacagac ataagtgagc c 

<210> 736 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) . 

<223> Accession number cg43928549 
<400> 736 

aattggcaca tcttggcgcg aaagttgttc acttctgggt cgcacaagga g 

<210>. 737 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 

<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg42703622 
<400> 737 

gaagaaggaa tttggaggtg gccacgttaa agatgaagta tttggaacag t 

<210> 738 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 



<221> misc feature 



<222> (0) . . . (0) 

<223> Accession number cg44131752 



<400> 738 

ctctgcgtgc tcgtcccgaa gtgacgtgcc tggttccgac aaggacactg 

<210> 739 

<211> 51 

<212> DNA 

<213> Hcmo sapiens 

<220> 

<22i> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg25143358 
<400> 739 

caggtggcca ttcgggcggc ttcaattttc gtggtcatgc cgccggttcc < 

<210> 740 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43105476 
<400> 740 

gcgaaaccag ttcggtcttt caaattggga ttagcacctc taagtagcag t 

<210> 741 
<211> 51 
<212> DNA 

<213> Homo sapiens " ' 
<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg38642684 



<400> 741 

atattgccta gtaatttctg ataattattt aaggtatgta agttgctagt a 



<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg39518465 
<400> 742 

cacttcctaa aggagatgaa ggaagtcctg ggcacccctg gcgcagccaa t 1 

<210> 743 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43021380 
<400> 743 - 

cagccgcccg gggggctgca gcgccattag tgcccacggc tgtctatttg. a 

<210> 744 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg39728924 
<400> 744 

caattgtgga gaagagtatt tttatatcgc tactcaagga ccactgctga g 

<210> 745 

<211> 51 

<212> DNA 

<213> Homo sapiens 



<220> 



<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg42710490 
<400> 745 

caaccagcct attgggggaa gaaatatcca gggtggaatc cgttttgggg 

<210> 746 
<211> 51 
<212> DNA - . 
<213> Homo sapiens 

<220> 

<221> allele 

<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg44001078 
<400> 746 

ggttatcagg aacttgggat cttcatggat ttccatcttg ttcttcatcc 

<210> 747 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43916919 
<400> 747 . 

aggtaggagt cccccgagaa gaagatgccc tggttctctt gcgccacagg 

<210> 748 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 



<223> Accession number cg42930605 
<400> 748 

cagctccttg ctggtcttct gcaccttcac ctccatgtcg tacttctcct c 

<210> 749 
<211> 51 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> allele 
<222> (26) . . . (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg36824552 
<400> 749 

aagacgagcc gaggcttcac ctaccgcctg cacttctggc tcggaaagga g 

<210> 750 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 

<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg42522566 
<4G0> 750 

caacatcatg aaccagctca gccacataaa cttgatccaa ctttatgatg c 

<210> 751 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele ' 

<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg42522566 
<400> 751 

gtaccacctc actgagttgg atgtgatctt gttcacgagg cagatctgtg a 



<210> 752 



<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc__feature 
<222> (0) . . . (G) 

<223> Accession number cg42489842 
<400> 752 

tgcaagtgaa tatgccaaat actgcacaga aatattagga gttgcagcta 

<210> 753 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism. 

<221> misc_feature 
<222> (0) ... (0) 

<223> Accession number cg43919398 
<400> 753 

gttagtctct gtggtgtgct tataaccatt tggggtccaa cattcacatt 

<210> 754 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg20612302 
<400> 754 

atggaggcgg cccacatggc ggccagcgcc atcctcaacc tgtccacgcg c 

<210> 755 

<211> 51 

<212> DNA 

<213> Homo sapiens 



<220> 

<221> allele 



<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg44928196 
<400> 755 

ggctctgttc catgggaaat tcataaacac gggtttttct ttaccattct 

<210> 756 

<211> 51 

<212> DNA 

<213> Hcmo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43301812 
<400> 756 

ggctggtcct tctccatggc tgggacgctc tgctgcgctt ggttttgccc 

<210> 757 
<211> 51 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43917191 
<400> 757 

gcttctcttt tcacattgta tgtattcagg tgttcttgca actccaaaac 

<210> 758 
<211> 51 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc__f eature 
<222> (0) . . . (0) 

<223> Accession number cg43918356 



<400> 758 

gctcatgtca tcttcatcta gaaacaccct cacggaaatg gaattgctgc 

<210> 759 
<211> 51 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) ... (0) 

<223> Accession number cg43932090 
<400> 759 

tcttttcaag ctttctttat gttgtctatt gtcttcattt tcttgaaggt < 

<210> 760 
<211> 51 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43950437 
<400> 760 

agccagaggc tggtacctag aaccactgga tggtttcttg gctgatggcg c 

<210> 761 
<211> 51 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg42935995 
<400> 761 

gcctcgctcc ccgtctgaga gcctcgcgcc ctccagccag ccgtcactgc t 



<210> 762 
<211> 51 



<212> DNA 

<213> Homo sapiens 



<220> 

<221> allele 

<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) .'. . (0) 

<223> Accession number cg43971614 
<400> 762 

tccatttgaa tccaatcccc catgggcata agaagagttc tttccataaa a 

<210> 763 . 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43922856 
<400> 763 

cttgaaattt ccagtcaccc tattggcaac taaggattcg ttgcttgaag c 

<210> 764 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_f eature * 
<222> (0) . . . (0) 

<223> Accession number cg43922856 
<400> 764 

ccacttgtcc attcagtctc agttactcca gcttgagaat agctctgatt g 

<210> 765 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 



<223> 



single nucleotide polymorphism 



<221> misc_feature 
<222> (0) ... (0) 

<223> Accession number cg43955639 
<400> 765 

WJccgcgggg ggatagctgc ccagggtcag gaggctcttg ggctcctgcc 

<210> 766 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg41022625 
<400> 766 

cacggcgttc tggatcgtct tctccgtcat tcacatcatc gccaccctgc t 

<210> 767 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221>. allele 
<222> (26) . . . (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43119894 
<400> 767 

tgagcatagc tctgagctct ctttatacgg tcagggtcca cataatgcat t 

<210> 768 

<211> 51 

<212> DNA 

<213> Homo sapiens 

,<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43303845 



<400> 768 

agaacgagag aggctggaga gactggaacg ggagaggcaa gaaagggagc 

<210> 769 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<22C> 

<221> allele 
<222>- (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg44927166 
<400> 769 

gtctttgtct tcccaatccc tttggtgttc tcgttcttta tccctttctc t 

<210> 770 

<211> 51 
n <212> DNA 
^ <213> Homo sapiens 

<220> 

M <221> allele 

CO- <222> (26) ... (0) 

yj; <223> single nucleotide polymorphism 

U <221> misc_feature 

' <222> (0) . . . (0) 

U. <223> Accession number cg38059286 

H <400> 770 

jU agctgtatag ctccagtggt cctgatctcc gccgctccct cttctcactg a 

O - <210> 771 
p <211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... . (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg29351416 
<400> 771 

ctgqccagcc agccccatcc cctgatgacc tggctttgtc aatgggcacc a 

<210> 772 
<211> 51 
<212> DNA 



<213> Homo sapiens 



<220> 

<221> allele 

<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43960639 
<400> 772 

ccatgtctgg gagaatggga gcctcctcgc ccacttgaaa gtcaaagtag a 

<210> 773 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43325007 
<400> 773 

gtggatatat gtggcctgca gtatgaccca cagcttctcc tggaggctgc c 

<210> 774 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 

<222> (26) . . . (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg42907145 
<400> 774 

gccacctccc ataaccttct cagcaacata gactgacttg ccacatcgag g 

<210> 775 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 



<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43972159 
<400> 775 

aagccattag gttctcgggc tgctgtactg ttcgattttg acttttcttt c 

. <210> 776 
<211> 51 
<212> DNA 
<213> Homo sapiens 

<220> 

<221> allele 

<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) ... (0) 

<223> Accession number cg39512856 

n 

<400> 776 

^ ccaggctgtg ccgttccact tctgaaattc ccctcccggc gataaccagg t 



M- 


<210> 


777 


irri- 


<211> 


51 




<212> 


DNA 




<213> 


Homo sapiens 




<220> 




S 

£ n 


<221> 


allele 




<222> 


(26) ... (0) 


ry ; 


<223> 


single nucleotide polymorphism 


rO' 


<221> 


misc feature 


Q 


<222> 


(0)...(0) 


AC 
law 


<223> 


Accession number cg28461713 




<400> 


777 



tctgcaaatt tgctcctggg catggacagc ttgcagctga agttggttgt a 

<210> 778 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43969092 



<400> 778 



cggcgcccgt catcacggat gtgcaagtcc ccgtcggtca gcagcagcac a 

<210> 779 
<211> 51 
<212>,DNA 

<213> Homo sapiens 
<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . (0) 

<223> Accession number cg42688841 
<400> 779 

gcgtcatagt ataaagaagg cttgatgaca aacagtctct tgccatggtc c 

<210> 780 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 

<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg39523553 
<400> 780 

gacgcgttgg ttcccgacga agacgtccga gcggccaagt gggcggtggc g 

<210> 781 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg39523553 
<400> 781 

atggacgtgg tgcgcaacag ccctcgcgga gtgaaggtcc agatggctct t 

<210> 782 
<211> 51 
<212> DNA 

<213> Homo sapiens 



<220> 

<221> allele 

<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg39523553 
<400> 782 

ccagatggct ctttccgcct ggccccagct cgatcaggca tcaaggtgcc t 

<210> 783 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 

<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg35933325 
<400> 783 

aaccacagag aatacagtga caacatagaa acaaaatgac caaatgccac t 

<210> 784 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> . 
<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg41677120 
<400> 784 

gttgtttaac ttaagcaatt ttttgaataa aagtggattg caaggatatg a 

<210> 785 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 



<221> misc_f eature 
<222> (0) . . . (0) 

<223> Accession number cg43951096 
<400> 785 

aacatcaaca atcgttattg ggtctctatt tttgctagaa gaagtatctg g 

<210> 786 

<211> 51 

<212> DNA 

<213> Homo sapiens 
<220> 

<221> allele 

<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg42696021 
<400> 786 

gctgtgccgc cttcacaatg aagtggaccg gaagctgggc aagcctgatt t 

<210> 787 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg34243633 
<400> 787 

gctggcaccg acataagaac ttgttctcca gctggggagc agcatggcaa c 

<210> 788 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele' 
<222> (26) . . . (0) 

<223> single nucleotide polymorphism 

<221> misc__f eature 
<222> (0) . . . (0) 

<223> Accession number cg34243633 
<400> 788 

ttccagctgg ggagcagcat ggcaatcagt gtgcccaaaa gccccagaag g 



<210> 789 
<211> 51 
<212> DMA 
<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43942922 
<400> 789 

gtcctctgtc aagacccctg aaacaattgt ccccacagcc cctgagctcc a 

<210> 790 
<211> 51 
<212> DNA 
<213> Homo sapiens 

<220> 

<221> allele 

<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
FH <222> (0) . . . (0) 

M <223> Accession number cg43942922 

Ljl. <4 00> 7 90 

tgagctccag ccttccacct ccacaaacca gcctgtcacc tctgagccca c 

rl i* 

Lit <210> 791 

j~ <211> 51 

W ; ' <212> DNA 

B =J* <213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg44938009 
<400> 791 

ttctgtcaat gtggtccgtg ccatggttga taactgggat gtcctcttcc a 

<210> 792 

<211> 51 

<212> DNA 

<213> Homo sapiens 



<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg39516123 
<4C0> 7.92 

agccctcagg cgcgccacag aacagggggc accaacactc cccctagtcc t 

<210> 793 
<211> 51 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism" 

<221> misc__feature 
<222> (0) ... (0) 

<223> Accession number cg44921974 
<400> 793 

gattatgtcg ccgttgagtt cggtcgcaga cttgatgttt ttgaaagttg t 

<210> 794 

<211> 51 

<212> DNA 

<213> Homo sapiens 

allele 
(26) ... (0) 

single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg42731307 
<400> 794 

aaggcattga tgatccggtc ccccactggg ttgatggcaa. gttctggaat c 

<210> 795 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 
<221> misc feature 



<220> 
<221> 
<222> 
<223> 



<222> (0) . . . (0) 

<223> Accession number cg42731307 



<400> 795 

caagttctgg aatcctctgg aaatcgtccc ggctgagagt cccattctct 

<210> 796 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26)... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) ... (0) 

<223> Accession number cg44015614 
<400> 796 

tccacaactt cttctgatga gatgtcctcc atttccatgt gtttgtccaa g 

<210> 797 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43298242 
<400> 797 

gatctgttgg cagggctcac . agagatgggg gtgaggggag agatcgtggg t 

<210> 798 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43299610 
<400> 798 

ctcccagtgc ccgcccgact accactacat ccacaccgag atctcccggg a 



<210> 799 
<211> 51 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> allele 
<222> (26) . . . (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg42532480 
<400> 799 

tttcctgaat gaatgttaaa gattcagtca aggtcagtat ggcgatccaa 

<210> 800 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) . . . (0). 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg42926989 
<400> 800 

gcaatgagct gctggcagca caaagtctta tcgcaccagg aaagatgcag 

<210> 801 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) . . . (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43991318 
<400> 801 

tggtccggga atacctggtg gacccggcgg gcccggctgc caggagctgc c 

<210> 802 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 



<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43920512 
<400> 302 

aattcaaagt atcatggtgt ttctcccctc aacccaccag agacactaaa t 

<210> 803 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43063374 
<400> 803 

agagattgaa cgtgtggttg gcagacaccg gagcccctgc atgcaggaca g 

<210> 804 

<211> 51 

<212> DNA 

<213> Homo sapiens 



<221> misc_feature 
<222> '(0) . . . (0) 

<223> Accession number cg21416244 
<400> 804 

gggtgaactg tctatccacc attattatct attcaggcac * attcaggacc t 

<210> 805 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 




<220> 
<221> 
<222> 
<223> 



allele 
(26)... (0) 

single nucleotide polymorphism 



<221> misc_feature 
<222> (0) . . . (0) 



<223> Accession number cg44017721 



<400> 805 

agataggagt tgaaggtgca gagggtcacg ctgggcagcg ccagcacgaa g 

<210> 806 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 

<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> AO) ... (0) 

<223> Accession number cg43275625 
<400> 806 

tggtactcct ttgccgccag cttgggctca tggtacacgt tgggtttggt a 

<210> 807 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) ... (0) 

<223> Accession number cg43312829 
<400> 807 

tagtgaaaat ctccaatcaa agacagcagg actccatgta 'actgaatatg a 

<210> 808 
<211> 51 
<212> DNA 

<213> Homo sapiens - 
<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_f.eature 
<222> (0) . . . (0) 

<223> Accession number cg43959136 
<400> 808 

tgggccaaca agcttgagtg cgatctggtc tgcaatgatg gaggaattgc c 
<210> 809 



<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43969759 
<400> 809 

tgtcaggagg aagatctcat ctggggtgtg ccggatcccg ccggcgatga c 





<210> 


810 




<211> 


51 




<212> 


DNA 




<213> 


Homo sapiens 




<220> 






<221> 


allele 




<222> 


(26)... (0) 




<223> 


single nucleotide polymorphism 


ffl 


<221> 


misc feature 


LJ: 


<222> 


(0) . . . (0) 




<223> 


Accession number cg39523614 




<400> 


810 



gggagcttta gacattgcca cggatcacgt ccagaagcgc aagcagtttg g 

<210> 811 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) ... (0) 

<223> Accession number cg42175288 
<400> 811 

tggagacccc aaaagtgggg attggttttg ccctaatccg tcatgcggaa a 

<210> 812 

<211> 51 

<212> DNA 

<213> Homo sapiens 



<220> 

<221> allele 



<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<22.1> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43154217 
<40C> 312 

gcagaacagg tgattgtgag aggacaaaga gctccaggaa cagctggaac 

<210> 813 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg39709402 
<400> 813 

ggaaaacatt aataaacaag tagaacccta cagagaggaa tcgcaaaaat 

<210> 814 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 

<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg39709402 
<400> 814 

gcctacagag aggaatcgca aaaatgcctg aaagaattcc aggaaaacac 

<210> 815 
<211> 51 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> allele 
<222> (26) ... (0) . 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg39709402 



<400> 815 

gatgctggag gacttcaaga" aagacgtgaa gaactccctt agagaaacac 

<210> 816 
<211> 51 
<212> DNA 

<213> Homo sapiens 
.<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg39709402 
<400> 816 

aaagacatga agaactccct tagaggaaca caggaaaaca ttaataaaca < 

. <210> 817 
<211> 51 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg39709402 
<400> 817 

cttagagaaa cacaggaaaa cattagtaaa caagtagaag cctacagaga g 

<210> 818 
<211> 51 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg39709402 
<400> 818 

tagagaaaca caggaaaaca ttaatgaaca agtagaagcc tacagagagg a 

<210> 819 
<211> 51 



<212> DNA 

<213> Homo sapiens 



y. 



<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43950268 
<400> 819 

tttgctatgt cctccttgac ctcctactcg gtggcggtca caatgccct 

<210> 820 
<211> 51 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 



,J: <221> misc_fe'ature 
A <222> (0) . . . (0) 

^ <223> Accession number cg43985169 



<400> 820 

aagacgaatg ggtggtggta gagatcctga agaaatggaa atagatggtg 

<210> 821 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43997616 
<400> 821 

aaagccagcg gagccgtaag catcacactg cttcctcttc acctcatcac 

<210> 822 
<211> 51 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> allele 
<222> (26) ... (0) 



<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg4331942.0 
<400> 822 

cacgacaact acagaaacaa cccctcccac aacttccggc actgcttctg c 

<210> 823 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 

<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg44034764 
<400> 823 

gaggtccagg ctgggcagga cagtcccccc atggtgccgt aacagcctct t 

<210> 824 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43991224 
<400> 824 

tctcatctgt ctacctacag cctggattgg gtcatggcag cagtggtgct g 

<210> 825 
<211> 51 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg44018623 



<400> 825 

taccatctct gtttttacca ctggtagctc tgaacaacaa ataatttgtg 

<210> 826 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg38924741 
<400> 826 

aaagaggaga atggtgactt tgcctcattc agagtggaac gagctgaaag < 

<210> 827 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43322513 
<400> 827 

ttcctgttct tcacatggtg agccctgccc tgctgtctgc ttgcattcgg g 

<210> 828 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg44913214 
<400> 828 

gaacacaaca aagaaaaaac agagtttggg actcatccaa aagggacgag a 

<210> 829 
<211> 51 
<212> DNA 



<213> Homo sapiens 



<220> 

<221> allele 

<222> (26) . . . (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . (0) 

<223> Accession number cg3952S972 
<400> 829 

ttggcctcga catcattccc tgacggggac ttaaagggta gcaattcgta 

<210> 830 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43925670 
<400> 830 

tagtttgccc aaaccagcat cacctgggaa cttttcttcc atcaagtcag 

<210> 831 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 

<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43925670 
<400> 831 

tttgtcatac tcttctctca tttttgaatt aagttttaaa tcgttgctca < 

<210> 832 
<211> 51 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 




<221> misc_f eature 
<222> (0) . . . (0) 

<223> Accession number cg43925670 
<400> 832 

cctctaatcc ttttagtaga acaattttct tgtatttttt tcccatcttt a 

<210> 833 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43925670 
<400> 833 

cttttagtag aacaatgttc ttgtagtttt ttcccatctt tacagacata a 
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<223> 


Accession number cg43331742 




<400> 


834 



tcctcgaggt gcttcccaca gactcaattt ctgagttttc cacagaaaag a 

<210> 835 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43253796 
<400> 835, 



gaaatggatc ttatttggac tttgctacaa gactgccgag agattttccc a 



<210> 836 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 

<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43257400 
<400> 836 

gacatcagca tggctgcccc cgactccagc agaacatgat cattctctga c 

<210> 837 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43974480 
<400> 837 

tcacggactt tggactgtcc aaaattggcc tcatgagcct gacaacgaac t 

<210> 838 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc__feature 
<222> (0) . . . (0) 

<223> Accession number cg43922705 
<400> 838 

caaaccggct ttctccatgg tgccccgcca aaccctggag ttcccaggct g 

<210> 839 
<211> 51 
<212> DNA 

<213> Homo sapiens 



<220> 

<221> allele 

<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0)- 

<223> Accession number cg3B438124 
<40G> 839 

tgcaaaaact gttaaacatg gcgctcgcgc ggagatctcc accgtgaacc 

<210> 840 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc__feature 
<222> (0) . . . (0) 

<223> Accession number cg42703622 
<400> 840 

gtatgcagca acaagagcaa ctctggagaa ggaatttgga ggtggccaca 

<210> 841 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg42703622 
<400> 841 

acaagagcaa ctctgaagaa ggaatctgga ggtggccaca ttaaagatga , 

<210> 842 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> ' - 
<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 



<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg41501665 
<400> 842 

gagtacacca tcaagtcgca ctccaacttg ccgcccaaca acagctacgc 

<210> 843 
<211> 51 
<212> DMA 

<213> Homo sapiens 
<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg25143358 
<400> 843 

gctttatggg tatcgacatc caatgtgtcg atgtcctcca caacctccac < 

<210> 844 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg29023997 
<400> 844 

tgcatggttt ccattttcaa tctgggtggg atggagcacc atgtgcgcac c 

<210> 845 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43975720 



<400> 845 

catccaccca gcccaagatg accggccctt ttaccaattt gaggctgcgt g 



<210> 846 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg44013875 
<400> 346 

gccatggaga ggctgcagga gacagggaag attatagctg agctgaacga 

<210> 847 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 

<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg44009224 
<400> 847 

tttggatcct gaaaatgttg tatttcatgt tggaggttac ccacctgatt 

<210> 848 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) . . . (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg42930646 
<400> 848 

tgatgcggat agcgtatgga tggaagtgga cgatgaggag gacctgcctt 

<210> 849 

<211> 51 

<212> DNA 

<213> Homo sapiens 



<220> 

<221> allele 
<222> (26) . . . (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43935885 
<400> 349 

ccagacagca ccactggaac ccctcttagc agcgcaccag acccgaagaa 

<210> 850 
<211> 51 
■ <212> DNA 
<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg42928872 
<400> 850 

gagctgcaga ggaggctgga ccagttcatt gggaagccct cactgttcat c 

<210> 851 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg44019843 
<400> 851 

gagtgacccg cctccctggt ccaagtatgt ggagtacacc ttcacaggga t 

<210> 852 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 



<221> misc feature 



<222> (0) . . . (0) 

<223> Accession number cg44128805 
<400> 852 

agtgcacaca gtgagctcag agctttcccc tgaaaaccga aagtttcaac t 

<210> 853 

<211> 51 

<212> DMA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg38642684 
<400> 853 

tttctgataa tcatttaagg tatgttagtt gctagtattt aatttaacct t 

<210> 854 
<211> 51 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg38642684 
<400> 854 

ctttttcagg tgcaatgatt aaacctctta actgtgcatt ccttatgaca g 

<210> 855 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg44913844 
<400> 855 

ccagttggta aactggtctt aaaccagaat ccagttaatt actttgctga g 



<210> 856 

<211> 51 

<212>" DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) . . . (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg40084915 
<400> 856 

cctgcggtct ggggagatga gggccccaaa cagcacctga tattcattgg 

<210> 857 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 

<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg42720088 
<400> 857 

aaagctcaga gagatctggg ctatgtgcca cttgtcagct gggaggaagc 

<210> 858 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43957486 
<400> 858 

cgctcctgca ccgcatccgc gacgctgtcc tgcaacgacc tctgcgagca 

<210> 859 

<211> 51 

<212> DNA 

<213> Homo sapiens 



<220> 




<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc _feature 
<222> (0) .". . (0) 

<223> Accession number cg40148056 
<400> 859 

ctcagagacc cctaacaacc cagcacccac agagcggaac acttaaggat c 

<210> 860 

<211> 51 

<212> DNA 

<213> Homo sapiens 



<220> 

<221> allele 

<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 

□ <222> (0) . . . (0) 

yl <223> Accession number cg43981852 

U <400> 860 

cacctcctcc agcttcccag cctcctcggc tctggccagg ctgccgctgg g 

<210> 861 

W <211> 51 

H <212> DNA 

s <213> Homo sapiens 



ry 



<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg42522566 
<400> 861 

gcagccaaga tcatcaaagt gaagagcgta aaggaccggg aggatgtgaa g 

<210> 862 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 



<221> misc_feature 
<222> (0) . . . (0) 



<223> Accession number cg43297806 
<400> 8G2 

atagtagcca gggacaagac agcggctctg cagggagcgt agtgccagag g 

<210> 863 

<211> 51 

<212> UNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223>' single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg4 32 97 806 
<400> 863 

tgcagggagc gtagtgccag aggggcctgg gaggaggctg aaatcacctg a 

<210> 864 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43987111 
<400> 864 

agtagtctgc gtctccatag agtttactca tgactgagtt cttggtctgg a 

<210> 865 
<211> 51 
<212> DNA 

<213> Homo sapiens" 
<220> 

<221> allele- 
<222> (26) . . . (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43976335 
<400> 865 

gaaatgcact ggaccactcg ggcagagctg ccaggccgta gcaggcaatt c 



<210> 866 



<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 

<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg39515668 
<400> 366 

acgcacgaac cggtcatact ggtcgttgat ccaggaacgg tcgcacagct g 

<210> 867 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc__feature 
<222> (0) . . . (0) 

<223> Accession number cg44027791 
<400> 867 

gaagcgcttc tgacactggg cgcacccgaa gcgtttgtcc cctgtgtggg t 

<210> 868 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43992817 
<400> 868 

gaggggccgc tggaaggtga cactgtgttg gggcccacgg aggtgccgct g 

<210> 869 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 



<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_f eature 
<222> (0) . . . (0) 

<223> Accession number cg43297259 
<400> 869 

taagtgtctg atgaggtgtg acttccggct aaagccttgc tcacactccc 

<210> 870 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg42716761 
<400> 870 

cgagaagacc. ctataccatc acgtggacgg ctgcgacgtg ttccacctcc 

<210> 871 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg42166807 
<400> 871 

agagcaatgg ctctcttcac tccgtagaag ttgtcctctc agaagctggg 

<210> 872 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg38869466 



# 



<400> 872 

ttcacttgta ttaacgtcct ggtcccgggc ttcataatgg tgtcaggatt t 

<210> 873 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

. <221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg42742340 
<400> 873 

cagagagacg gtgtccatca gcatctgggc ctccctgcag cagacccagg c 



f =1 


<210> 


874 


<211> 


51 




<212> 


DNA 




<213> 


Homo sapiens 




<220> 




W : 


<221> 


allele 


: ■ 


<222> 


(26) ... (0) 


5 U; 


<223> 


single nucleotide polymorphism 




<221> 


misc feature 


■ 

5 


<222> 


<0)...(0) 


F: i- 


<223> 


Accession number cg43976701 


s y : 


<400> 


874 



f». tggtatatct gaactgaatc agcctcctga acttttacct cagttttcta g 

u ' • <210> 875 
<211> 51 
<212> DNA 
<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43920728 
<400> 875 

gtaagtctca ttgtaaaatt gttgcgtgag cagtgctggg gagttgacag c 



<210> 876 
<211> 51 



<212> DNA 

<213> Homo sapiens 
<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43920728 
<400> 876 

tgcttgctct ggaagggcag agtgctgctc acctcctttt agccaaagta a 

<210> 877 
<211> 51 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> allele 
Q <222> (26) ... (0) 

y3? <223> single nucleotide polymorphism 

V * 

1.4. <221> misc_feature 
jj. <222> (0) . . . (0) 

ft <223> Accession number cg42339179 

ftt <400> 877 

tcctccacca gggtcatttt gcggtattta aaagttccag tgatctcaat g 

M. <210> 878 

M <211> 51 

fjj. <212> DNA 

<213> Homo sapiens 

^ <220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cgl7663981 
<400> 878 

tgcacctgcg accaaaaacc ctgcaactgc cccaaagggg atgtcaacta c 

<210> 879 
<211> 51 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> allele 
<222> (26) ... (0) 



<223> single nucleotide polymorphism 



<221> misc_f eature 
<222> (0) . . . (0) 

<223> Accession number cg43918356 
<400> 879 

gctcccgtgc acggggctgt agcgctcagg actgcccagg cctggctttg c 



<210> 


880 


<211> 


51 


<212> 


DNA 


<213> 


Homo sapiens 


<220> 




<221> 


allele 


<222> 


(26)... (0) 


<223> 


single nucleotide polymorphism 


<221> 


misc feature 


<222> 


(0) . . . (0) 


<223> 


Accession number cg43924089 


<400> 


880 



acctcctgga gcagtcctgg tgttatattc cctgcccctg gagttcccac t 

<210> 881 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43930961 
<400> 881 

ttcttccgta gtcacagacg ttaggttact gctttcggct tcaatggaaa c 

<210> 882 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43966528 



<400> 882 

aacaacacat tcagtacagt gcagcgtatc agcaggccaa gttaaccaat c 

<210> 883 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) . , . (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43980727 
<400> 883 

tccttccttg tagtcagaga catcaagaga gtaactggat gttagctcca a 

<210> 884 
<211> 51 
<212> DNA 

<213> Homo sapiens • 
<220> 

<221> allele 
<222> (26) . . . (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43981483 
<400> 884 

tgactgcatt attcgcagct gcttagggac aaattctacc ttcttctggg t 

<210> 885 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) . . . (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg44932392 
<400> 885 

tagatgaagg agcctgagta agaggtcacg caccagcctg tagaacatat a 

<210> 886 
<211> 51 
<212> DNA 



<213> Homo sapiens 



<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> [0) . . . (0) 

<223> Accession number cg44 932924 
<400> 886 

aacagtgagt cggtccagca gcagacggag ttcttgaaca ggcagctgft 

<210> 887 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43985955 
<400> 887 

acctccaaac ccctttggcc ctgtaccagg agcacagata cagtttatgt e 

<210> 888 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc__feature 
<222> (0)... (0) 

<223> Accession number cg44002507 
<400> 888 

gtcgcacttg gcagccagca ggatctcggc tatgtccacg cagccggaga a 

<210> 889 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 



<221> misc_f eature 
<222> (0) . . . (0) 

<223> Accession number cg44002507 
<400> 889 

tttcctttcc tcttgagaaa tttctcctta atgctggatt ccgaactcag g 

<210> 890 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg44002507 
<400> 890 

cgcaggtcct ggtgggccat gaacatgcgc acgggcacca ggttgggctc g ■ 

<210> 891 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg44128920 
<400> 891 

gagcagcagc gaaaacggct tcaaccgcag ttggaagaac gcagtcgtga a 

<210> 892 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43968641 
<400> 892 



tcattcatct cagggaacat atcagtcaga gaaatataca agaacattcc t 



<210> 893 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43934178 
<400> 893 

acaaagtagt ggaacttcct cttgagcacg tccagggtgt ggcccaggac c 
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894 
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yi 


<220> 
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<400> 


894 



ccagggcatg acctccgtga agcctagtga gaggacggtc ttcccggagc a 



ru-- <2i o> 


895 


Q <211> 


51 


1% <212> 


DNA 


~" <213> 


Homo sapiens 


<220> 




<221> 


allele 


<222> 


(26)... (0) 


<223> 


single nucleotide polymorphism 


<221> 


misc feature 


<222> 


(0.) ... (0) 


<223> 


Accession number cg43949042 


<400> 


895 



ggacgtacat gaggacggct attggatgtc cgatgatgag cgacagccac a 

<210> 896 

<211> 51 

<212> DNA 

<213> Homo sapiens 



<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (C) 

<223> Accession number cg43916582 
<400> 896 

ccttcatctt tattctgctg ctcaggttcc atttgttcct cttgattgcg t 

<210> 897 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43258841 
<400> 897 

aactccatcc acaagtcctt gctgagtaat caatcgctga gcctcatctc t 

<210> 898 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43979679 
<400> 898 

gagaaggagc ccgggaaagt gtgactagga gaaaccggca cccagctttg c 

<210> 899 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 



<221> misc_f eature 
<222> (0) . . . (0) 

<223> Accession number cg42202923 
<400> 899 

taccccaatg gtcttcagcc tctgcggcag ctccgatgag gtcagctgcc g 

<210> 900 
<211> 51 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> mis.c_f eature 
<222> (0) . . . (0) 

<223> Accession number cg43320405 
<400> 900 

ccaggcctcg aatggacagc accttaatga tggggtcgtg gtggctcagg c 

<210> 901 
<211> 51 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43917689 
<400> 901 

tgacaacgca ggctccaggg gttgtagctg atcttctcag aactcaagcc a 

<210> 902 
<211> 51 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43922856 
<400> 902 

gagaattcag tgattggcag aatagaagat gcatgcttga aatttccagt c 



<210> 903 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26; ... (0) 

<223> single nucleotide polymorphism 

<221> misc_f eature 
<222> (0) . . . (0) 

<223> Accession number cg43922856 
<400> 903 

aactaaggat tcgttgcttg aagcctttat agtttcagct atgggagt.ac 

<210> 904 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43955639 
<400> 904 

cgtgtggcag gcatggtgat gagggatgct ggggccaggg aggtggcagg 

<210> 905 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43950766 
<400> 905 

aggaatgacc aaagcacctg ggtcacactt gtccacccac tctttaattt 

<210> 906 

<211> 51 

<212> DNA 

<213> Homo sapiens 



<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43985159 
<400> 906 

acttctgcct tcagctgcaa acccaaagga cggcatccga ggactgaacg c 

<210> 907 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

,<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg41022625 
<400>. 907 

cgtcttctcc atcattcaca tcatctccac cctgctcctc agcacgcagc t 

<210> 908 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg44002669 
<400> 908 

accttgcgct tgcactcgcg gcagctcctg tccagttcct ccttctcctt c 

<210> 909 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 
<221> misc feature 



<222> (0) . . . (0) 

<223> Accession number cg44128902 
<400> 909 

ccgggatcga gacagagaca gagaggggga cagggatcgg gatcgggatc g 

<210> 910 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg44129213 
<400> 910 

gggtgtggac tggctgcaga tgtcacttgt aattcagatt ctttctggcg a 

<210> 911 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 

<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43996402 
<400> 911 

cttctccggc tcctttcctc cctgcagtgg cttctgctgc tcccctcctt t 

<210> 912 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223>' Accession number cg43984909 
<400> 912 

cgaatatcag ctgcatccag tgtcctcag'a cgagaataca agccaaggcc t 



<210> 913 . 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222>. (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc feature 
<222> (0) ~. (0) 

<223> Accession number cg42910S88 
<400> 913 

gacagaggac attcccataa ttttgtttgg caacaaaagt gacttagtgc 

<210> 914 . 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43950590 
<400> 914 

aagaatcctc cgacggcttc gttactatcc tgtctgaagc ggattgcacg 

<210> 915 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg44931503 
<400> 915 

ttttaaagag ttcatataat cataggggtc ttcaaatacc gttgttcctt c 

<210> 916 

<211> 51 

<212> DNA 

<213> Homo sapiens 



<220> 



<221> allele 
<222> (.26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43303845 
<400> 916 

acattgccta gacaaaactc acaaccacct gctcaagttc aaaatggccc 

<210> 917 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43973762 
<400> 917 

agctgaacaa cagaagttgt ggaattagga gttaaaatat gccagaggca 

<210> 918 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc — feature 
<222> (0) . . . (0) 

<223> Accession number cg43973762 
<400> 918 

caaagaagcg attgaaacac aattaccaga gtatcacaaa ttggctagaa 

<210> 919 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 



<223> Accession number cg43973762 
<400> 919 

gccctaaata aaaaaatggg tttgggggat actttagaac aattgaatgc a 

<210> 920 

<211> 51 

<212> DNA 

<213> Homo sapiens 
<220> 

<221> allele 

<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg42910848 
<400> 920 

ccatggtgcc aggccgtgct ccccacgtgc ctccggggtg ctgaagatct t 

<210> 921 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26-) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg29351416 
<400> 921 

tttcccaaaa gttccaagta gacaagagta atcgcctgtt actgcagcag g 

<210> 922 
<211> 51 
<212> DNA 

<213> Homo sapiens - 
<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg29351416 
<400> 922 

gttactgcag caggtctcat taccatacat tcctgggaac tataccgtca g 
<210> 923 



<211> 51 

<212> DNA 

<213> Homo sapiens 
<220> 

<221> allele 

<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43938372 
<400> 923 

ttgtttccca cttaatttat ttttttctgc ttgttcttct tctttcatcc' t 

<210> 924 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg44930828 
<400> 924 ■ 

cctcaaggtt' tcgctgccga agcttaccaa cgtgcagctc ctggataccg a 

<210> 925 
<211> 51 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg44930828 
<400> 925 

cttgccaacg tgcagctcct ggatatcgac gggggttttg tgcactcgga c 

<210> 926 
<211> 51 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> allele. 



<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg44035718 
<400> 926 

ctggagtacc aggaagaact gaggttccac tacaaggaca tgctcsgcga 

<210> 927 
<211> 51 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg44921277 
<400> 927 

ttggcgcaac ttccccatca ccttcacctg ctatgcggcc ctcttctgcc 

<210> 928 
<211> 51 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43250166 
<400> 928 

gccgtgattt gctccagtgc catcttgtgc agatgctcat ctcggctctc 

<210> 929 
<211> 51 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg39512856 




<400> 929 

ctttttccag gcttccagca acgagatttc ttccttcgtt gcaatttcca g 

<210> 930 
<211> 51 
<212> DNA 

<213"> Homo sapiens 
<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) ' 

<223> Accession number cg39512856 
<400> 930 

gccgttccac ttctgatatt ccccttccgg cgataaccag gtaaaatttt c 





<210> 


931 




<211> 


51 


y| 


<212> 


DNA 




<213> 


Homo sapiens 




<220> 






<221> 
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i :• If 

war 


<222> 


(26)... (0) 


? IV- 


<223> 


single nucleotide polymorphism 




<221> 


misc feature 




<222> 


(0) . . . (0) 




<223> 


Accession number cg39512856 


r; I: 


<400> 


931 



tcccctcccg gcgataacca ggtaacattt tccggtaacg gaccgagttc a 

<210> 932 
<211> 51 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg39512856 
<400> 932 

tggtcttcaa cgagatgcca cgatgactca tcactgttga aaacagccac a 



<210> 933 
<211> 51 



<212> DNA 

<213> Homo sapiens 



<220> 

<221> allele 

<222> (26) ... (0) 

<223> single nucleotide polymorphism 

< 2 2 1 > misc_f eature 
<222> (0) . . . (0) 

<223> Accession number cg39570960 
<4C0> 933 

gcctccagga agtcgtttgt gtttgggctg aacgaatgtg cgtccagccg c 

<210> 934 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_f eature 
<222> (0) . . . (0) 

<223> Accession number cg43980391 
<400> 934 

agtaaatgga caagaatatc atctttaact tgtagacaca gccgggcaag a 

<210> 935 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature " 
<222> (0) . . . (0) 

<223> Accession number cg43983527 
<400> 935 

ttctggaagg atggtgcacc ctggttcggc cgccattact gcgagagtct g 

<210> 936 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 



<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg42341305 
<400> 936 

gatgaatatt cgagtacaga cacactgtat cccggcagcc tacctccaga a 

<210> 937 
<211> 51 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> allele 
<222> (26)... "(0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43980889 
<400> 937 

cttctatttt gaattctaaa gaccagttac aagtagaaaa tgatgcttac c 

<210> 938 

<211> 51 

<212> DNA 

<213> Homo sapiens 
<220> 

<221> allele 

<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43980889 
<400> 938 

tattttgaat tctaaagacc atttataagt agaaaatgat gcttaccctg g 

<210> 939 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43980889 



<400> 939 



gcttaccctg gtaccgatag aacagcaaat gttaaatata gacaagtgga c 

<210> 940 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc feature 
<222> (0) .7. (0) 

<223> Accession number cg29349483 
<400> 940 

gcagtttttc accaagatca agacctctga ccaccagtac atggagggct t 

<210> 941 
<211> 51 
<212> DNA 

<213> Homo sapiens 

yj 

SF <220> 

M- <221> allele 

fn <222> (26) ... (0) 

f ; s : <223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 
~ <223> Accession number cg43918287 

5: sis. 

M <400> 941 

fy tctatggcat catcctgcat gaccatttgt gcatctaaac cagcccagcc g 

fC <210> 942 
^ <211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43918287 
<400> 942 

catcctgcat gaccacttgt gcatcgaaac cagcccagcc gccaaccccc a 

<210> 943 
<211> 51 
<212> DNA 




<213> Homo sapiens 
<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43918287 
<400> 943 

taaaccagcc cagccgccaa cccccgaaag ttggtctgca gttatattaa t 
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944 



caacccccaa aagttggtct gcagtcatat taatttgagg ttggacctgg g 
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945 




<211> 


51 




<212> 


DNA 


M 
fy 


<213> 


Homo sapiens 


ry; 


<220> 




U 


<221> 


allele 


u- 


<222> 


(26) ... (0) 




. <223> 


single nucleotide polymorphism 




<221> 


misc feature 




<222> 


(0)...(0) 




<223> 


Accession number cg37027086 




<400> 


945 



gaatcagaac tacaaggatc aattacccca gctcaatgtc agggttcttc a 

<210> 946 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) . . . <0) 

<223> single nucleotide polymorphism 



<221> misc_f eature 
<222> (0) . . . (0) 

<223> Accession number cg42688841 
<400> 946 

attataactg ggatcccagt caacaaaagg tagaatttca ttaacctcaa 

<210> 947 
<2U> 51 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg42688841 
<400> 947 

ccgagcctag tgccagcgcg gcggccagac agagctgtca gagcggcgac 

<210> 948 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg40332814 
<400> 948 

actgcacagg gaccgaatct ctgccccccg ctctgcagcc aggtgctcca 

<210> 949 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43920571 
<400> 949 



gcgtttttct ctcacgtccg tctgaaattt actgaggaat attgtgctgg c 



<210> 950 

<2U> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 

<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg44024149 
<400> 950 

ggaagccgca ctcagttatg gcttccacgg ctgccactgt ggcgtgggtg g 

<210> 951 
<211> 51 
<212> DNA 

<213> Homo sapiens 

<220> . 
<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43307245 
<400> 951 

gatatgatag cttgtcctga aactgggact cctgccgtga taacgtgtga c 

<210> 952 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg39523553 
<400> 952 

gtgtgaggtc tgcccgatcc gggatagctg ccggtgggtg atcgacggta g 

<210> 953 

<211> 51 

<212> DNA 

<213> Homo sapiens 



<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg39523553 
<400> 953 

atggctcttt ccgcctggcc cgagcccgat caggcatcaa ggtgcctgga < 

<210> 954 
<211> 51 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg35933325 
<400> 954 

accaaatgcc actatttttt ctccccttgc gaaaaatgaa ggaaatcacg t 

<210> 955 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg41677120 
<400> 955 

cacgacccac gagatcatgg ggcccgagaa aaagcacctg gactacttaa t 

<210> 956 
<211> 51 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 



<221> misc_f eature 
<222> (0) . . . (0) 

<223> Accession number cg41677120 
<400> 956 

cccacgagat catggggccc aagaacaagc acctggacta cttaattcag t 

<210> 957 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 

<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_f eature 
<222> (0) . . . (0) 

<223> Accession number cg41677120 
<400> 957 

cacaaatgag atgaatgtga acatctcaca gttggcagac agtttatttg a 

<210> 958 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg39648832 
<400> 958 

tgcagcctcg tcctcctcct ctggctggct ctgcacactc tgctcctggt a 

<210> 959 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0)...(0) 

<223> Accession number cg42696021 
<400> 959 

gacacccgca cccgggcatg cttcagacag tggctgtgcc gccttcacaa t 




<210> 960 
<211> 51 
<212> DNA 

<213> Homo sapiens 



<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_f eature . 
<222> (0) . ... (0) 

<2'23> Accession number cg42696021 
<400> 960 

acccgggcat gcttcacaca gtggccgtgc cgccttcaca atgaagtgaa c 
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<222> 


(0) . . . (0) 




<223> 


Accession number cg34243633 



<400> 962 

accgacataa gaacttgttt tccagttggg gagcagcatg gcaaccagtg t 



<210> 963 
<211> 51 
<212> DNA 

<213> Homo sapiens 



<220> 

<22I> allele 

<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43942922 
<40C> 953 

cctgagctcc agccttccac ctccagagac cagcctgtca cctctgagcc 

<210> 964 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43942922 
<400> 964 

cagccttcca cctccacaga ccagcttgtc acctctgagc ccacatctca 

<210> 965 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43942922 
<400> 965 

cacctccaca gaccagcctg tcacccctga gcccacatct caggccacta 

<210> 966 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 
<221> misc feature 



<222> (0) . . . (0) 

<223> Accession number cg43942922 
<400> 966 

cctgtcacct ctgagcccac atctcgggcc actaggggaa gaaaaaatag g 

<210> 967 

<211> 51 

<212> DNA 

<213> Homo sapiens 
<220> 

<221> allele 

<222> (26) . . . (0) 

<223> single nucleotide polymorphism 

<221> misc__feature 
<222> (0) . . . (0) 

<223> Accession number cg35133436 
<400> 967 

ttctctagtc caccaggagg ctacagctcg gctctcaggg tcaggtaatg a 

<210> 968 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg44938009 
<400> 968 

gagtgcacgc ataaagatgg aagagtatgc actactttct gatccagtgg a 

<210> 969 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43949821 
<400> 969 

attttaattc cttcctgtct acggcagttg gacctcctgg ctctctgctg t 



<210> 970 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg39516123 
<400> 970 ' 

tggcttcggc tggcgggcca tcaattccag catggctgcc cccagcagtc 

<210> 971 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg42731307 
<400> 971 

cgaaaagcaa agtgcagttt gttgcctcgg ctgttgagtg gttcgggtcc 

<210> 972 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide, polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg42731307 
<400> 972 

tctggaaaga aggcattgat gatccagtcc cccagtgggt tgatggcaag 

<210> 973 
<211> 51 
<212> DNA 

<213> Homo sapiens 



<220> 



<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . (0) 

<223> Accession number cg42731307 
<400> 973 

gggttgatgg caagttctgg aatcccctgg aaatcttccc ggctgagagt c 

<210> 974 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) ... (0) 

<223> Accession number cg44910937 
<400> 974 

H tgcctttgga acaggaatat gaaaataaac tcagagccga gttagtggaa a 

ffl: <210> 975 
H} <211> 51 

<212> DNA 

<213> Homo sapiens 

r =3-. 

s <220> 

M <221> allele 

M <222>. (26) ... (0) 

rU <223> si ngle nucleotide polymorphism 

<221> misc_feature 
^ <222> (0) . . . (0) 

<223> Accession number cg43335624 

<400> 975 

tcgaaaggaa gtgagtgcag atggggagac catcactgtc actttcttta a 

<210> 976 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 



<223> Accession number cg43277268 
<400> 976 

cgctaatgcc aagaaggaga tggtgagctc caagctgccc aacagtgtgc t 

<210> 977 
<211> 51 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg44128084 
<400> 977 

cttgacatcc agccagacgg ttcaggatca gcggttctgt ggtgcgacgg g 

<210> 978 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg30455661 
<400> 978 _ 

ttctcaagtg gtttgaagtc aaacatattt caacagaaga aatcagccct c 

<210> 979 
<211> 51 
<212> DNA 

<213> Homo sapiens - 
<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg42747615 
<400> 979 

tgtgataaaa gtcactttca ggccactcac agcgaatctt cagacacttt t 



<210> 980 



<211> 51 

<212> DMA 

<213> Homo sapiens 
<220> 

<221> allele 

<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43153425 
<400> 980 

acaaattact atgggttcta ctgaagctcg ggttgactac atgggctcaa g 

<210> 981 
<211> 51 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43968980 
<400> 981 

tattttctgc ttctctaaca gctgaatgtg aattgcttcc ttggactgaa g 

<210> 982 
<211> 51 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg30384142 
<400> 982 

gatagtggtg tgtggtgatg cgagttaacc tgacgaatgg ttagctgaaa t 

<210> 983 
<211> 51 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> allele 



<222> (26) . ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43957773 
<400> 983 

ggqctcaccg tagagcaact gcaatagctc tgggcctggg cctggacagg a 

<210> 984 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 

<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43931038 
<400> 984 

agggcaactt gtgggcaacc tggtccagga aaccttgact tcttcaaatt c 

<210> .985 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc__f eature 
<222> (0) . . . (0) 

<223> Accession number cg43931038 
<400> 985 

cctcccccca tgcgatgccc aacacctttg cgagtgatgg gcttgaaagg g 

<210> 986 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_.feature 
<222> (0) . . . (0) 

<223> Accession number cg43971060 



<400> 986 

cccacctcgt tcgtgctccc acccttccca gctccaccgc ctggtcttca 

<210> 987 
<211> 51 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg44010070 
<400> 987 

ttctctgccg gcacctaccc gcgccgggag gagtaccgcc ggggcatctt . 

<210> 988 
<211> 51 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43298242 
<400> 988 

tctgttggca gggctcacag agacgagggt gaggggagag atcgtgggtt c 



<210> 


989 


<211> 


51 


<212> 


DNA 


<213> 


Homo sapiens 


<220> 




<221> 


allele 


<222> 


(26) ... (0) 


<223> 


single nucleotide polymorphism 


<221> 


misc feature 


<222> 


(0)...(0) 


<223> 


Accession number cg43298242 


<400> 


989 



agagacgggg gtgaggggag agatcatggg ttcatgagat cccatcttgg g 



<210> 990 
<211> 50 



<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (25) . . - (26) 

<223> Nucleotide deleted between bases 25 and 26 



<221> misc_f eature 
<222> (0) . . . (0) 

<223> Accession number cg43300636 
<400> 990 

ccacagccgc cacgcccacc tcccgcccag gcccaggcct atgcgcatca 

<210> 991 

<211> 50 

<212> DNA 

f;1 <213> Homo sapiens 

^ <220> 

H <221> allele 

M <222> (26) ... (0) 

M : <223> single nucleotide polymorphism 

T\l <221> misc_feature 
[J <222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<221> misc_feature 
^' <222> (0) . . . (0) 

fy <223> Accession number cg43300636 

ru- 

Q <4 00> 991 

rj ccgccacgcc cacctcccgg cccagcccag gcctatgcgc atcaccatgg 

<210> 992 

<211> 50 

<212> DNA 

<213> Homo sapiens 



<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43250373 



<400> 992 

ctgtggggtt gacccagaac aaagcttgcc agaaaacgtt aagtatggga 

<210> 993 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43132502 
<400> 993 

ggccccagtg cagtgggtgg caccgcgagg ctgctgttac ggctcatctt 

<210> 994 
<211> 50 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg42528468 
<400> 994 

gctcctgcct gggaacaacc ggaagtgtat gaactgagca atgtgcaaga 

<210> 995 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 
<221> misc feature 



<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43264626 
<400> 995 

tttgecagtt ttcttcttga gttggcctcc agggcaccca cagagctaaa 

<210> 996 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 

<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc__feature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43132668 
<400> 996 

cgatgcgtgc cagggtgatt ccggagcccg ctggtgtgtg aggaccaagc 

<210> 997 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature . 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43132668 
<400> 997 

gatgcgtgcc agggtgattc cggagcccgc tggtgtgtga ggaccaagct 

<210> 998 
<211> 50 
<212> DNA 

<213> Homo sapiens 



<220> 

<221> allele 
<222> (26) ... (0) 

<223>' single nucleotide polymorphism 

<221> misc_f eature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<221> misc_f eature 
<222> (0) . . . (0) 

<223> Accession number cg44924334 
<400> 998 

aaagctaatt gagacctatt tctccaaaac taccaagact atgagtatct 

<210> 999 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc__f eature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and' 26 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43303165 
<400> 999 

ggcccccact atcaggggcc ctggctcaat cactgagacc atccaagtcc 

<210> 1000 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (.0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg42489148 
<400> 1000 

tgcgagtgga tgcggaaccg gcgcacagtc cctcggcagc caagtgaaaa 



<210> 1001 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_f eature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<221> misc_feature ' 
<222> (0) . . . (0) 

<223> Accession number cg43929210 
<400> 1001 

tctggctcag catgatgttc cctctgcctt cagcctgcca ctaaagaatg 

<210> 1002 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) . .'. (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg44004587 
<400> 1002 

gcttattttc ggtgttgaat aagaaacact aaaagctcga tgcaataatc 

<210> 1003 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc^feature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 



<221> misc__f eature 
<222> (0) . . . (0) 

<223> Accession number cg41501665 
<400> 1003 

cgcttctcca aggtgctgga ggaggggcgg ccgccgagga gggcctgcgc 

<210> 1004 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg41501665 
<400> 1004 

cggccgccga ggagggcctg cgcgactgca gcgcagccgg cggctctgcc 

<210> 1005 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg41501665 
<400> 1005 

tgcgcgagct gcagcgcagc cggcgctctg ccacgaggac gtggaggcgc 

<210> 1006 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 



<223> single nucleotide polymorphism 

<221> misc feature 
<222> (25)7. . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<221> misc_f eaturs 
<222> (0) . . . (0) 

<223> Accession number eg 4 1501665 
<400> 1006 

gecacgagga cgtggaggcg ctggcgccat ctacgaggag aaggaggect 

<210> 1007 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 

<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<221> misc_feature 
<222> (0) . . . CO) 

<223> Accession number cg43939695 
<400> 1007 

caagactgag ateaattgee ggeggeggae gatgggaacc tcttccccct 

<210> 1008 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg29023997 
<400> 1008 

tctggatggg atggagcacc atgtggcacc tgcatcccca aagtggagct 

<210> 1009 
<211> 50 



<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_featurs 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43983535 
<400> 1009 

ctccaaacag cttcttcact tttttagaag ggcttctgca gctaccaact 

<210> 1010 

<211> 50 

<2.12> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg42488873 
<400> 1010 

ttccccttaa attggtcagc atagtcccca ttttggggca tccttcagct 

<210> 1011 

<211> 50 

<212> DNA 

<213> Homo sapiens 
<220> 

<221> allele 

<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc__f eature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg42488873 



<400> 1011 

gtcagcatag tgccccattt tggggatcct tcagctggac aagggaaaca 

<210> 1012 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg42488873 
<400> 1012 

cacgcggccc cccagcctcc tgccccctcc gcggccgtgt gcgcgcccag 

<210> 1013 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43249083 
<400> 1013 

ggagcagctc caggagacgc tgctggggct cttcgggctc tggtgctgaa 

<210> 1014 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 
<221> misc feature 



<222> (25) . . . (26) 
<223> Nucleotide deleted between bases 25 and 26 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43991048 
<400> 1014 

tctttctttt cttcttcttt ttttttgttt tttctgcttt atcctcttct 

<210> 1015 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43919677 
<400> 1015 

gaagaaaaga aagaatgcta ctatatctca atgacgccag tctctgtgat 

<210> 1016 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 

<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43997978 
<400> 1016 

catcagctca ctgtagatta cctctcttcg tcaatgaggg attccacgga 

<210> 1017 
<211> 50 
<212> DNA 

<213> Homo sapiens 



<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43916615 
<400> 1017 

atgacggaat ataagctggt ggtgggggcg ccggcggtgt gggcaagagt 

<210> 1018 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<22Q> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43916615 
<400> 1018 

tgacggaata taagctggtg gtggtggcgc cggcggtgtg ggcaagagtg 

<210> 1019 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43916615 
<400> 1019 

gacggaatat aagctggtgg tggtggcgcc ggcggtgtgg gcaagagtgc 



<210> 1020 

<211> 50 

<212>. DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) . . . (0) 

<223> single nucleotide polymorphism 

<221> misc_f eature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<221> misc_f eature 
<222> (0) . . . (0) 

<223> Accession number cg43069905 
<400> 1020 

agctccagca gtgacaggtc attctccccg cgtccgcgtc ataccgcatg 

<210> 1021 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43069905 
<400> 1021 

cagcagtgac aggtcattct ccccccgcgt ccgcgtcata ccgcatgtgc 

<210> 1022 
<211> 50 
<212> DNA 

<213> Homo sapiens " 
<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg44028327 



<400> 1022 

atgcatacat cgatattcag ctacgattgc ttccttctca cagaactgtg 

<210> 1023 
<211> -50 
- <212> DNA 
<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<221> misc__feature 
<222> (0) . . . (0) 

<223> Accession number cg43940280 
<400> 1023 

cctcgaagtc tgcctgggca cacacacatg cagattttgg tgctttccca 

<210> 1024 
<211> 50 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<221> misc_f eature 
<222> (0) . . . (0) 

<223> Accession number cg43974196 
<400> 1024 

gattcagggc gtgtctgggg tgaagccaca gggttgagaa agcgaacctc 

<210> 1025 
<211> 50 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (25) . . . (26) 



<223> Nucleotide deleted between bases 25 arid 26 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43916919 
<400> 1025 

gaagaagacg ccctggttct cttgcccaca ggcaccggct tcagcttctc 

<210> 1026 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) . . . (0) . 

<223> single .nucleotide polymorphism 

<221> misc_feature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<221> misc_feature 
<222> (0) ... (0) 

<223> Accession number cg21428405 
<400> 1026 

atctcttcag gggcgaggtt cgggtgcgca gcggaacgcg gtcgagctcg 

<210> 1027 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 

<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43336100 
<400> 1027 

atcatgctgg agaactcgca gatgaagagc gcatgctgct gcaagccacg 

<210> 1028 

<211> 50 

<212> DNA 

<213> Homo sapiens 



<220> 



<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_f eature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg39517655 
<400> 1028 

gggcgcctta ctcgctatgc tgcaaggccc cgggccttgg cttcggccgc 

<210> 1029 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<221> misc_feature 
<222> (0) ... . (0) 

<223> Accession number cg43954704 
<400> 1029 

cccactggaa gtggaggctc cagtcaaccc ccctctgagc tccgaggcag 

<210> 1030 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43986426 
<400> 1030 

gcggacagtc gccctaagca gtgcaggtgt cttgagccct atggtggcca 



<210> 1031 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<220> • 
<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymcrphisiti 

<221> misc_feature 
<222> (25)". . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43917221 
<400> 1031 

gaaatgtcat ccacggtatt tttttcagtt ttagtttgac caaagcttta 

<210> 1032 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43918356 
<400> 1032 

atgtcatctt catctagaaa cgcccatcac ggaaatggaa ttgctgccag 

<210> 1033 

<211> 50 

<212> DNA 

<213> Homo sapiens, 
<220> 

<221> allele 

<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (25) (26) 

<223> Nucleotide deleted between bases 25 and 26 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43918446 



<400> 1033 



ctttcccaca tgacttgtta cattcgacca ctgggaccac tcggtgagct 

<210> 1034 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<22C> 

<221> allele 

<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43927750 
<400> 1034 

taaaagttat tctccaatgg tgattggcaa gccctgcctc ctgtattctt 

<210> 1035 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43961075 
<400> 1035 

gggtaggatt gctcatttca gggcactgtc gcaagcatct cccaccccgt 

<210> 1036 
<211> 50 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 



<221> misc_f eature 
<222> (0) . . . (0) 

<223> Accession number cg43961763 
<400> 1036 

catctaggtc aacaggaagg tcaagtcccg ctccggttcc actgatccat 

<210> 1037 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 



D 

.S3, 



fil 



<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43968223 
<400> 1037 

gttctgttct tgtagcgctt tctgcctgca gcatgatctg aagcttgttg 

<210> 1038 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43980727 
<400> 1038 

ccctccaggt agaggcctag gaaggcccag aactgaagcc gaagcgctgg 



<210> 1039 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 



<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<221> misc_f eature 
<222> (0) . . . (0) 

<223> Accession number cg43999667 
<400> 1039 

ttctgttttg tcaggacttt tttttctaca agttgttttt ctgggatcac 

<210> 1040 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg44022781 
<400> 1040 

gtatcaaagt gctctttcca actttggagg ccccatcacc actaccggta 

<210> 1041 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) . . . (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (25) . . , (26) 

<223> Nucleotide deleted between bases 25 and 2 6 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg44919370 
<400> 1041 

cgtggacttt tccgaggatg acccctggag gccactgtcc attgggcccc 



<210> 1042 



<211> 50 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg44932924 
<400> 1042 

tctacaacca gagccaggaa ttacaacgaa gctggaggac tgcaggaaca 

<210> 1043 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43991434 
<400> 1043 

ggggtgcaag ggccttgggg aaatatcctg ctgcaccatg tggttcagcg 

<210> 1044 

<211> 50 

<212> DNA 

<213> Homo, sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (25) . . . (26) < 

<223> Nucleotide deleted between bases 25 and 26 

<221> misc_feature 
<222> (0) . . . (0) 




<223> Accession number cg44931278 
<400> 1044 

cctcctccag ggaagcactg gccagtcctg cagtgtaggc cacttctgca 

<210> 1045 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 

<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43949042 

o 

<400> 1045 

cacagctgcg ttgccatagt tgcccggaaa aagcggccca cgaaccaggc 

^ <210> 1046 

<211> 50 
^H. <212> DNA 
^ <213> Homo sapiens 

b <220> 

M- <221> allele 

M <222> (26) ... (0) 

f|i <223> single nucleotide polymorphism 

L£' <221> misc_feature 
U <222> (25) . . . (26) 

^ <223> Nucleotide deleted between bases 25 and 26 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43972066 
<400> 1046 

taaatttgac ttttctcatg taaaatgtct aatgcgatgt atttggtaat 

<210> 1047 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 



<221> misc_f eature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<221> misc_f eature 
<222> (0) . . . (0) 

<223> Accession number cg43955639 
<400> 1047 

gggggtactg gggacctcgt ctgttggttc ccctcctcca gggtagcggc 

<210> 1048 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 

<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43955639 
<400> 1048 

gggtactggg gacctcgtct gttggttccc ctcctccagg gtagcggctc 

<210> 1049 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_f eature ' 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43965656 
<400> 1049 

ctgcctattc tgaaccagcc aacattgaga ttgttgccaa tgcccgaggt 

<210> 1050 

<211> 50 

<212> DNA 

<213> Homo sapiens 



<220> 

<221> allele 

<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43944615 
<400> 1050 

tacatggcac agaggaagaa gcgcacacgg cgctgcagtt cacgtccacc 

<210> 1051 

<211> 50 

<212> DNA 

<213> Homo sapiens 
<220> 

<221> allele 

<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43323906 
<400> 1051 

ctctggtgct gctcctctga agattaagct tatttcaatg agactgcaga 

<210> 1052 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg44004690 



<400> 1052 



gaggaggagg aggtggagga ggagggggag aagaggatgt tttcaccgag 



<210> 1053 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_ feature 
<222> (25) .". . (26) . 

<223> Nucleotide deleted between bases 25 and 26 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg44004690 
<400> 1053 

accggagagt gggcaccccg tcccagggcc atttcttcga gggagcacca 

<210> 1054 

<211> 50 

<212> DNA 

<213> Homo" sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43957283 
<400> 1054 

tcgagggtga ccacagcccc agaggccgca gcacagcgca gggggtggcg 

<210> 1055 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 



<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43329741 
<400> 1055 

gctctacctg ggctacaccc cgcagcggcc cgtgaagtgc gcatcatgca 

<210> 1056 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg44010310 
<400> 1056 

tttgttgaga tgcatgaatt ttttttctct attgctgctt gaaaatttac 

<210> 1057 
<211> 51 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg39729127 
<400> 1057 

gctctcttct ttattggtaa ccagttggtg .gccacgagtc atacagggaa 

<210> 1058 
<211> 50 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 
<221> misc feature 



<222> (0) . . . (0) 

<223> Accession number cg43135797 
<400> 1058 

agatctgtct ccccggagac ccggaccgct ggccattgca gaaggcgccc 

<210> 1059 

<211> 50 

<212> ONA 

<213> Homo sapiens 
<220> 

<221> allele 

<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43965796 
<400> 1059 

atcactgttg atgctctggg ccacgcaggg tactggatct tcatggccac 

<210> 1060 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43965796 
<400> 1060 

tcactgttga tgctctgggc cacgcagggt actggatctt catggccacc 

<210> 1061 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 



<221> misc_feature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<221> misc feature 
<222> (0) .7. (0) 

<223> Accession number cg42907867 
<40C> 1061 

agggccacgg ggtgggccag ggggcgggcc atttccagtg gctccttgtc 

<210> 1062 

<211> 50 

<212> DNA ' 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) . . . (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<221> misc_feature 
<222> (0) ... (0) 

<223> Accession number cg43922710 
<400> 1062 

tctacccagc taaatacaca ttatgcattt agcaaactaa cttacaagtc 

<210> 1063 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_ feature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43303845 
<400> 1063 

gcaggaacgc ctggatcggg agaggaagaa agacaagaac gagagaggct 

<210> 1064 
<211> 50 
<212> DNA 



<213> Homo sapiens 



<220> 

<221> allele 

<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 2 6 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43973762 
<400> 1064 

ataacagaaa gcaagagaag tgtgaaactc tgaaagaaga agttcaaaag 

<210> 1065 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43918679 
<400> 1065 

tcacagatat ctccatttgc caggaatgcc cagcctggag gtgatcacgc 

<210> 1066 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg38059286 



<400> 1066 

gccgctccct cttctcactg aagcaatctt ccaggaggac aaagacctgg 

<210> 1067 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 

<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<22i> misc_f eature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<221> misc_f eature 
<222> (0) . . . (0) ' 

<223> Accession number cg42549778 
<400> 1067 

actgtcactt ccctgctgca gggcaccccc acctgtgagt ggctcgagcc 

<210> 1068 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) . . . (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg44921277 
<400> 1068 

ccctgatcat cctcatcgtg gagcttgcgg gctccaggcc cgcttccccc 

<210> 1069 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (25) . . . (26) 



<223> Nucleotide deleted between bases 25 and 26 

<221> misc_f eature 
<222> (0) . . . (0) 

<223> Accession number cg44921277 
<400> 1069 

ctgatcatcc tcatcgtgga gctgtcgggc tccaggcccg cttccccctg 

<210> 1070 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg42530218 
<400>'1070 

gatttaatac acagcagcag cagcagaact acattaggtg gtctcttcag t 

<210> 1071 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg42530218 
<400> 1071 

atttaataca cagcagcagc agcaactaca ttaggtggtc tcttcagtca 

<210> 1072 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 



<221> misc_feature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<221> misc feature 
<222> (0).7.(0) 

<223> Accession number cg43325007 
<400> 1072 

aggatacccc cgaggaaggc cgccagaatg cgtgtgctgg gtaggtcttg 

<210> 1073 

<21.1> 50 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 

<222> (26) . . . (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<221> misc_feature 
<222> (0) ... (0) 

<223> Accession number cg43981269 
<400> 1073 

ggcctacggc gcctacgctc aggcatgatg cagcagcaag cggccctgat 

<210> 1074 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) . . (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43250166 
<400> 1074 

aggtggccct cacacccagt gctgtctgcg cggagggctg tactgaaggt 

<210> 1075 

<211> 51 

<212> DNA 

<213> Homo sapiens 



<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_f eature 
<222> (0) . . . (0) 

<223> Accession number cg43982164 
<400> 1075 

ctgcggcggg tgctcatcct ggacacattc acctgcctcc tatgtcttc* 

<210> 1076 
<211> 50 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43980889 
<400> 1076 

ttaaatatag acaagtggac catttgcctc aaattcacag gagccagcat 

<210> 1077 

<211> 50. 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<221> misc__feature 
<222> (0) . . . (0) 

<223> Accession number cg43970119 
<400> 1077 

gtggccattg gtgagacatc catcatattg caaaccaaaa gttttatttc 



<210> 1078 
<211> 50 



<212> DNA 

<213> Homo sapiens 



• <220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<221> misc__feature 
<222> (0) . . . (0) 

<223> Accession number cg44030987 
<400> 1078 

tcggcatgtt gagtggaaca gttgttttac ttgaattcca atctccttct 

<210> 1079 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43320682 
<400> 1079 

ggtggctcag gggctggggg aggctccctg gggcttcaga cagcacatag 

<210> 1080 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
~<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg25255686 



<400> 1080 

aaggcaccat caagtcggcg gtggcttcgg gcatctcctt gccgagggt; 

<210> 1081 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43988975 
<400> 1081 

ctcctcctga ccgagtgggc cggcagagct tgaaatcgtc attggagatg 

<210> 1082 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg39523553 
<400> 1082 

cactggtatg cacggcgcgg tctcccagtg tgaggtctgc ccgatccggg 

<210> 1083 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 



<221> misc feature 



<222> (0) . - . (0) 

<223> Accession number cg43951096 
<400> 1083 

■ctccctcctg ggtatctgca tcttcaaaaa tctccttctt ggttttcatc 

<210> 1084 

<211> 50 

<212> DNA 

<213> Home sapiens 

<220> 

<221> allele . . 

<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc__feature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg42831353 
<400> 1084 

ggacacaggc tgcggtgtaa gcccggtcac cgccggcacc tgcaggaact 

<210> 1085 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele. 

<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> mis.c^f eature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg44938009 
<400> 1085 

aatactccgt geagegagtg cgtcactccg tgaagaattt gatcaaggtc 

<210> 1086 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 



<221> misc_feature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<221> misc_f eature 
<222> (0) . . . (0) 

<223> Accession number cg43054992 
<400> 1086 

caaaatcaca gctgaagaaa rgtatatata tttgggaaat atggacctat 

<210> 1087 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 

<222> (26) . . . (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg39516123 
<400> 1087 

cctggggctc accaaggcaa cctggctccg gtcttcatag caatgcaata 

<210>. 1088 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43983590 
<400> 1088 

ggaggagcca ggcgagcaca ccccctgttg gcccctgcca cggcccagcc 

<210> 1089 
<211> 50 
<212> DNA 




<213> Homo sapiens 
<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc feature 
<222> (25)7. . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg44128084 
<400> 1089 

cggcggcgca tgctcgacgt tctgggtctg tcgacgagtt gccggtgcaa 

. <210> 1090 
<211> 50 
<212> DNA 
<213> Homo sapiens 

□ <220> 

y3 <221> allele 

<4 <222> (26) ... (0) 

U. <223> single nucleotide polymorphism 

eg 

i.{ <221> misc_feature 

^ <222> (25) . . . (26) 

jj*. <223> Nucleotide deleted between bases 25 and 26 

in"" 

5 <221> misc_feature 

M <222> (0) . . . (0) 

M <223> Accession number cg44128084 

fZ <400> 1090 

q cgtctgtcga cgagttgccg gtgcacgctg gagctgcgac gggatcctgg 

u <210> 1091 
<211> 50 
<212> DNA 
<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43976473 



<400> 1091 

ggccctgtgc ttggagccgt gggctcgtag • cccgagtgat aagccatggc 

<210> 1092 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc__f eature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg40309770 
<400> 1092 

ttccggccgc cgcgtccagg gctcgccgct gaggtcgttc atgaccccgc 

<210> 1093 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 

<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg42725664 
<400> 1093 

agatagctga gaatattctg cgcaacctca cagcttgttt cctggcagcc 

<210> 1094 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (25) . . . (26) 



<223> Nucleotide deleted between bases 25 and 26 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg39380052 
<400> 1094 

atgagatcga cgccttgcgc ggccgggcgt agacattccg cacccgctca 

<210> 1095 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 

<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg44928804 
<400> 1095 

ctctcaatca tgccgcttta gagaagcaac atgggcaacc tgatttgtga 

<210> 1096 
<211> 14 
<212> PRT 

<213> Homo sapiens 
<220> 

<221> VARIANT 

<222> (7) . . . (0) 

<223> cSNP translation 

<400> 1096 

Asp Leu Leu Lys Glu Lys Val Ser lie Tyr Gin Asn Gin Asn 
1 5 " 10 

<210> 1097 
<211> 14 
<212> PRT 

<213> Homo sapiens 
<220> 

<221> VARIANT 

<222> (7) . . . (0) 

<223> cSNP translation 



<400> 1097 

Glu lie Pro Ser Lys Glu Arg Pro Tyr Asp Ala Ala Lys Asp 
15 10 



<210> 1098 
<211> 14 
<212> PRT 

<213> Homo sapiens 
<220> 

<221> VARIANT 

<222> (7) . .■. (0) 

<223> cSNP translation 

<400> 1098 

Ala Ala Pro Ala Ala Ser Val Pro Arg Pro Ala Thr Leu Pro 
15 10 

<210> 1099 
<211> 14 
<212> PRT 

<213> Homo sapiens 
<220> 

<221> VARIANT 

<222> (7) . . . (0) 

<223> cSNP translation 

<400> 1099 

Phe Trp Gly Gin Phe Gly Val Lys Thr Leu Lys Tyr Arg Ser 
1 5 10 

<210> 1100 
<211> 14 
<212> PRT 

<213> Homo sapiens 
<220> 

<221> VARIANT 

<222> (7) . . . (0) 

<223> cSNP translation 

<400> 1100 

Cys Glu Lys lie Thr Cys His Lys Pro Asp Val Ser His Gly 
1 5 10 

<210> 1101 
<211> 14 
<212> PRT 

<213> Homo sapiens 
<220> 

<221> VARIANT 

<222> (7) . . . (0) 

<223> cSNP translation 



<400> 1101 

Pro Pro Arg Ser Glu Glu Ala Ala Val Leu Lys Gin Lys Leu 
1 5 10 



<210> 1102 

<211> 14 

<212> PRT 

<213> Homo sapiens 
<220> 

<221> VARIANT 

<222> (7) . . . (0) 

<223> cSNP translation 

<400> 1102 

Arg Gly Leu Ala Ser Ala Val Lys Gly Gly His Gly Gly Ala 
1 5 10 

<210> 1103 
<211> 14 
<212> PRT 

<213> Homo sapiens 
<220> 

<221> VARIANT 

<222> (7) . . . (0) 

<223> cSNP translation 

<400> 1103 

Lys Lys Asp Asp Val Thr Ala Gly Lys Lys Pro Phe Arg Pro 
15 10 

<210> 1104 
<211> 14 
<212> PRT 

<213> Homo sapiens 
<220> 

<221> VARIANT 

<222> (7) . . . (0) 

<223> cSNP translation 

<400> 1104 

Asn Phe Phe Lys Leu Asn Asp Lys Ser Glu Lys Asp Lys Lys 
1 5 10 

<210> 1105 
<211> 14 
<212> PRT 

<213> Homo sapiens 
<220> 

<221> VARIANT 

<222> (7) ... (0) 

<223> cSNP translation 

<400> 1105 

His Lys Glu Asp Ala Gly Ala Val Cys Ser Glu His Gin Ser 
1 5 10 



<210> 1106 






<^11> 


14 




lz> 






<213> 


Homo sapiens 




<220> 






<221> 


VARIANT 




<222> 


(7) . . . (0) 




<223> 


cSNF translation 




<400> 


1106 




Leu Lys Lys Ala Arg Thr 




1 


5 




<210> 


1107 




<211> 


14 




<212> 


PRT 




<213> 


Homo sapiens 




<220> 






<221> 


VARIANT 




<222> 


(7) ... . (0) 




<223> 


cSNP translation 




<400> 


1107 


%. \ 


Lys Leu Asn Leu Lys Met 




1 


5 










■ <210> 


1108 




<211> 


14 


ry. _ 


<212> 


PRT 




<213> 


Homo sapiens 


3 

H : 


<220> 




1.3 


<221> 


VARIANT 


f~ 

?! ; 


<222> 


<7)...(0) 


£ b: v 
fit 


<223> 


cSNP translation 




<400> 


1108 




Leu Met Ser Val Lys Met 




1 


5 




<210> 


1109 




<211> 


14 




<212> 


PRT 




<213> 


Homo sapiens 




<220> 






<221> 


VARIANT 




<222> 


(7) . . . (0) 




<223> 


cSNP translation 



<400> 1109 

Cys Asp Pro Glu Val Asn 
1 5 



Gly Leu Gin Met Asp Glu Leu Lys 
10 



Lys Glu Glu Tyr Asp Lys lie Gin 
10 



Ala Lys Lys Tyr Lys Asn lie Val 
10 



Asn Phe Arg Ala Lys Met Cys Gin 
10 



<210> 1110 
<211> 14 



<212> PRT 

<213> Homo, sapiens 



<220> 

<221> VARIANT 

<222> (7) . . . (0) 

<223> cSNP translation 

<4 00> 1.110 

Glu -Phe Gly Gly Gly His Val 
]. 5 

<210> 1111 

<211> 14 

<212> PRT 

<213> Homo sapiens 
<220> 

<221> VARIANT 

<222> (7) . . . (0) 

<223> cSNP translation 

<400> 1111 

Cys Ser Ser Arg Ser Asp Val 
1 5 

<210> 1112 
<211> 14 
<212> PRT 

<213> Homo sapiens 
<220> 

<221> VARIANT 

<222> (7) . . . (0) 

<223> cSNP translation 

<400> 1112 

Gly Gly Met Thr Thr Lys He 
1 5 

<210> 1113 
<211> 14 
<212> PRT 

<213> Homo sapiens 
<220> 

<221> VARIANT 

<222> (7) . . . (0) 

<223> cSNP translation 

<400> 1113 

Leu Arg Gly Ala Asn Pro Asn 
1 5 



Lys Asp Glu Val Phe Gly Thr 
10 



Pro Gly Ser Asp Lys Asp Thr 
10 



Glu Ala Ala Arg Met Ala Thr 
10 



Leu Lys Asp Arg Thr Gly Phe 
10 



<210> 1114 
<211> 14 
<212> PRT 




<213> Homo sapiens 
<220> 

<221> VARIANT 

<222> (7) ... (0) 

<223> cSNP translation 

<400> 1114 

Asn Leu His Thr Leu Asn Asn Tyr Gin Lys Leu Leu Gly Asn 
1 5 10 

<210> 1115 

<211> 14 

<212> PRT 

<213> Homo sapiens 
<220> 

<221> VARIANT 

<222> (7) . . . (0) 

<223> cSNP translation 

<400> 1115 

Leu Lys Glu Met Lys Glu Val Leu Gly Thr Pro Gly Ala Ala 
15 10 

<210> 1116 
<211> 14 
<212> PRT 

<213> Homo sapiens 
<220> 

<221> VARIANT 

<222> (7) . . . (0) 

<223> cSNP translation 

<400> 1116 

Pro Gly Gly Cys Ser Ala lie Ser Ala His Gly Cys Leu Phe 
15 10 

<210> 1117 
<211> 14 
<212> PRT 

<213> Homo sapiens"' 
<220> 

<221> VARIANT 

<222> (7) . . . (0) 

<223> cSNP translation 

<400> 1117 

Gly Glu Glu Tyr Phe Tyr lie Ala Thr Gin Gly Pro Leu Leu 
15 10 

<210> 1118 
<211> 14 
<212> PRT 

<213> Homo sapiens 



<220> 

<221> VARIANT 

<222> (1) ... (0) 

<223> cSNP translation 



<400> 1118 

Pro lie Gly Gly Arg Asn lie Gin Gly Gly lie Arg Ph e Gly 
15 10 

<210> 1119 
<211> 14 
<212> PRT 

<213> Homo sapiens 



<220> 

<221> VARIANT 

<222> (7) . . . (0) 

<223> cSNP translation 



<400> 1119 

Lys Asn Lys Met Glu He His 
1 5 

<210> 1120 
<211> 14 
<212> PRT 

<213> Homo sapiens 
<220> 

<221> VARIANT 

<222> (7) . . . (0) 

<223> cSNP translation 

<400> 1120 

Ala Gin Glu Asn Gin Gly He 
1 5 

<210> 1121 
<211> 14 
<212> PRT 

<213> Homo sapiens 
<220> 

<221> VARIANT 

<222> (7) . . . (0) 

<223> cSNP translation 

<400> 1121 

Lys Tyr Asp Met Glu Val Lys 
1 5 

<210> 1122 
<211>-14 
<212> PRT 

<213> Homo sapiens 



Glu Asp Pro Lys Phe Leu He 
10 



Phe Phe Ser Gly Asp Ser Tyr 
10 



Val Gin Lys Thr Ser Lys Glu 
10 



<220> 

<221> VARIANT 

<222> (7) . . . (0) 

<223> cSNP translation 

<4C0> 1122 

Ser Arg Gly Phe Thr Tyr Arg Leu His Phe Trp Leu Gly Lys 
15 10 

<210> 1123 

<211> 14 

<212> PRT 

<213> Homo sapiens 
<220> 

<221> VARIANT 

<222> (7) . . . (0) 

<223> cSNP translation 

<400> 1123 

Met Asn Gin Leu Ser His lie Asn Leu lie Gin Leu Tyr Asp 
15 10 

<210> 1124 
<211> 14 
<212> PRT 

<213> Homo sapiens 
<220> 

<221> VARIANT 

<222> (7) ... (0) 

<223> cSNP translation 

<400> 1124 

Leu Thr Glu Leu Asp Val lie Leu Phe Thr Arg Gin lie Cys 
15 10 

<210> 1125 
<211> 14 
<212> PRT 

<213> Homo sapiens 
<220> 

<221> VARIANT 

<222> (7) . . . (0) 

<223> cSNP translation 

<400> 1125 

Glu Tyr Ala Lys Tyr Cys Thr Glu lie Leu Gly Val Ala Ala 
1 5 10 

<210> 1126 
<211> 14 
<212> PRT 

<213> Homo sapiens 



<220> 




<221> VARIANT 

<222> (7) . . . (0) 

<223> cSNP translation 

<400> 1126 

Asn Val Gly Pro Gin Met Val lie Ser Thr Pro Gin Arg Leu 
1.5 10 

<210> 1127 
<211> 14 
<212> PRT 

<213> Homo sapiens 



<220> 

<221> VARIANT 

<222> (7) . . . (0) 

<223> cSNP translation 

<400> 1127 

Ala Ala His Met Ala Ala Ser Ala lie Leu Asn Leu Ser Thr 
15 10 



□ <210> 1128 

jyjij. <211> 14 

<212> PRT 

l./ <213>. Homo sapiens 

m. 

<220> 
^ <221> VARIANT 
\& <222> (7) . . . (0) 
M- <223> cSNP translation 

M <400> 1128 

lA. Phe His Gly Lys Phe lie Asn Thr Gly Phe Ser Leu Pro Phe 

fn 1 5 10 

f : | 

<210> 1129 

^' <211> 14 

^ <212> PRT 

<213> Homo sapiens 

<220> 

<221> VARIANT 

<222> (7) . . . (0) 

<223> cSNP translation 



<400> 1129 

Lys Pro Ser Ala Ala Glu Arg Pro Ser His Gly Glu Gly Pro 
15 10 



<210> 1130 
<211> 14 
<212> PRT 

<213> Homo sapiens 



<220> 

<221> VARIANT 




<222> (7) . . . (0) 

<223> cSNP translation 

<400> 1130 

Glu Leu Gin Glu His Leu Asn Thr Tyr Asn Val Lys Arg Glu 
1 5 10 

<210> 1131 
<211> 14 
<212> PRT 

<213> Homo sapiens 
<220> 

<221> VARIANT 

<222> (7)'. . . (0) 

<223> cSNP translation 

<400> 1131 ' 
Asn Ser He Ser Val Arg Val Phe Leu Asp Glu Asp Asp Met 
1 5 10 

<210> 1132 
<211> 14 
<212> PRT 

<213> Homo sapiens 
<220> 

<221> VARIANT 

<222> (7) ... (0) 

<223> cSNP translation 

<400> 1132 

Gin Glu Asn Glu Asp Asn Arg Gin His Lys Glu Ser Leu Lys 
1.5 10 

<210> 1133 
<211> 14 
<212> PRT 

<213> Homo sapiens 
<220> 

<221> VARIANT 

<222> (7) . . . (0) 

<223> cSNP translation 

<400> 1133 

Ser Ala Lys Lys Pro Ser Ser Gly Ser Arg Tyr Gin Pro Leu 
1 5 10 

<210> 1134 
<211> 14 
<212> PRT 

<213> Homo sapiens 



<220> 

<221> VARIANT 
<222> (7) . . . (0) 



<223> cSNP translation 



<400> 1134 

Asp Gly TrD Leu Glu Gly Ala Arg Leu Ser Asp Gly Glu Arg 
1*5 10 

<210> 1135 
<211> 14 
<212> PRT 

<213> Homo sapiens 
<220> 

<221> VARIANT 

<222> (7) ... (0) 

<223> cSNP translation 

<400> 1135 

Gly Lys Asn Ser Ser Tyr Ala His Gly Gly Leu Asp Ser Asn 
1 5 10 

<210> 1136 
<2L1> 14 
<212> PRT 

<213> Homo sapiens 
<220> 

<221> VARIANT 

<222> (7) . . . (0) 

<223> cSNP translation 

<400> 1136 

Ser Asn Glu Ser Leu Val Ala Asn Arg Val Thr Gly Asn Phe 
15 10 

<210> 1137 
<211> 14 
<212> PRT 

<213> Homo sapiens 
<220> 

<221> VARIANT 

<222> (7) . . . (0) 

<223> cSNP translation 

<400> 1137 

Ser Tyr Ser Gin Ala Gly Val Thr Glu Thr Glu Trp Thr Ser 
15 10 

<210> 1138 
<211> 14 
<212> PRT 

<213> Homo sapiens 
<220> 

<221> VARIANT 

<222> (7) . . . (0) 

<223> cSNP translation 



<400> 1138 

Glu Pro Lys Ser Leu Leu Thr Leu Gly Ser Tyr Pro Pro Ala 
15 10 

<210> 1139 
<211> 14 
<212> PRT 

<213> Homo sapiens 
<220> 

<221> VARIANT 

<222> (7) . . . (0) 

<223> cSNP translation 

<400> 1139 

Phe Trp He Val Phe Ser Val He His He He Ala Thr Leu 
1 5 10 

<210> 1140 
<211> 14 
<212> PRT 

<213> Homo sapiens 
<220> 

<221> VARIANT 

<222> (7) ... (0) 

<223> cSNP translation 

<400> 1140 

Tyr Val Asp Pro Asp Arg He Lys Arg Ala Gin Ser Tyr Ala 
15 10 

<210> 1141 
<211> 14 
<212> PRT 

<213> Homo sapiens 
<220> 

<221> VARIANT 

<222> (7) ... (0) 

<223> cSNP translation 

<400> 1141 

Glu Arg Leu Glu Arg Leu Glu Arg Glu Arg Gin Glu Arg Glu 
1 5 10 

<210> 1142 
<211> 14 
<212> PRT 

<213> Homo sapiens 
<220> 

<221> VARIANT 

<222> (7) ... (0) f 
<223> cSNP translation 



<400> 1142 



Arg Asp Lys Glu Arg Glu His Gin Arg Asp Trp Glu Asp Lys 
x 5 10 

<210> 1143 
<211> 14 
<212> PRT 

<213> Homo sapiens 
<220> 

<221> VARIANT 

<222> (7) . . . (0) 

<223> cSNP translation 

<400> 1143 

Tyr Ser Ser Ser Gly Pro Asp Leu Arg Arg Ser Leu Phe Ser 



10 



<210> 1144 
<211> 14 
<212> PRT 

<213> Homo sapiens 
<220> 

<221> VARIANT 

<222> (7) . . . (0) 

<223> cSNP translation 

<400> 1144 



Gin Pro Ala Pro Ser Pro Asp Asp Leu Ala Leu Ser Met Gly 
5 10 



<210> 1145 
<211> 14 
<212> PRT 

<213> Homo sapiens 
<220> 

<221> VARIANT 

<222> (7) ... (0) 

<223> cSNP translation 



<400> 1145 

Phe Asp Phe Gin Val Gly Glu Glu Ala Pro lie Leu Pro Asp 



10 



<210> 1146 
<211> 14 
<212> PRT 

<213> Homo sapiens 
<220> 

<221> VARIANT 

<222> (7) . . . (0) 

<223> cSNP translation 



<400> 1146 



Leu Gin Glu Lys Leu Trp Val lie Leu Gin Ala Thr Tyr He 
15 10 

<210> 1147 
<211> 14 
<212> PRT 

<213> Homo sapiens 
<220> 

<221> VARIANT 

<222> (7) . . . (0) 

<223> cSNP translation 

<400> 1147 . 

Cys Gly Lys 3er Val Tyr Val Ala Glu Lys Val Met Gly Glv 
1 5 10 

<210> 1148 
<211> 14 
<212> PRT 

<213> Homo sapiens 
<220> 

<221> VARIANT 

<222> (7) . . . (0) 

<223> cSNP translation 

<400> 1148 

Lys Ser Lys Ser Asn Ser Thr Ala Ala Arg Glu Pro Asn Gly 
15 10 

<210> 1149 
<211> 14 
<212> PRT 

<213> Homo sapiens 
<220> 

<221> VARIANT 

<222> (7) . . . (0) 

<223> cSNP translation 

<400> 1149 

Leu Ser Pro Gly Gly_ Glu Phe Gin Lys Trp Asn. Gly Thr Ala 



10 



<210> 1150 
<211> 14 
<212> PRT 

<213> Homo sapiens 
<220> . 

<221> VARIANT 

<222> (7) . . . (0) 

<223> cSNP translation 



<400> 1150 

Gin Leu Gin Leu Gin Ala Val His Ala Gin Glu Gin He Cys 



1 5 * 10 



<210> 1151 
<211> 14 
<212> PRT 

<213> Homo sapiens 
<220> 

<221> VARIANT 

<222> (7) . . . (0) 

<223> cSNP translation 

<400> 1151 

Leu L&u Thr Asp Gly Asp Leu His lie Arg Asp Asp Gly Arg 
15 10 

<210> 1152 
<211> 14 
<212> PRT 

<213> Homo sapiens 
<220> 

<221> VARIANT 

<222> (7) . . . (0) 

<223> cSNP translation 

<400> 1152 

Gly Lys Arg Leu Phe Val lie Lys Pro Ser Leu Tyr Tyr Asp 
15 10 

<210> 1153 
<211> 14 
<212> PRT 

<213> Homo sapiens 
<220> 

<221> VARIANT 

<222> (7) . . . CO) 

<223> cSNP translation 

<400> 1153 

Leu Val Pro Asp Glu Asp Val Arg Ala Ala Lys Trp Ala Val 

1 5' ' .10 

<210> 1154 
<211> 14 
<212> PRT 

<213> Homo sapiens 
<220> 

<221> VARIANT 

<222> (7) . . . (0) 

<223> cSNP translation 



<400> 1154 

Val Val Arg Asn Ser Pro Arg Gly Val Lys Val Gin Met Ala 
1 5 10 



<210> 1155 
<211> 14 
<212> PRT 

<213> Homo sapiens 
<220> 

<221> VARIANT 

<222> (7)-. . . (0) 

<223> cSNP translation 



<400> 1155 

Ala Leu Ser Ala Trp Pro Gin Leu Asp Gin Ala Ser Arg Cys 
15 10 

<210> 1156 
<211> 14 
<212> PRT 

<213> Homo sapiens 
<220> 

<221> VARIANT 
H: <222> (7) . . . (0) 
^ <223> cSNP translation 

^ <400> 1156 

He Trp Ser Phe Cys Phe Tyr Val Val Thr Val Phe Ser Val 

H; 15 10 

ry; <2io> 1157 

M> <211> 14 

5 <212> PRT 

L.£ <213> Homo sapiens 

<220> 
Ljf <221> VARIANT 
[ : = ■ <222> (7) . . . (0) 
^3 <223> cSNP translation 

<400> 1157 

Asn Leu Ser Asn Phe Leu Asn Lys Ser Gly Leu Gin Gly Tyr 
15 10 

<210> 1158 
<211> 14 
<212> PRT 

<213> Homo sapiens 



<220> 

<221> VARIANT 

<222> (7) . . . (0) 

<223> cSNP translation 



<400> 1158 

Thr Ser Ser Ser Lys Asn Arg Asp Pro He Thr He Val Asp 
15 10 



<210> 1159 

<211> 14 

<212> PRT 

<213> Homo sapiens 
<220> 

<221> VARIANT 

<222> (7) ... (0) 

<223> cSNP translation 

<400> 1159 

Arg Leu His Asn Glu Val Asp Arg Lys Leu Gly Lys Pro Asp 
15 10 

<210> 1160 
<211> 14 
<212> PRT 

<213> Homo sapiens 
<220> 

<221> VARIANT- 
<222> (7) . . . (0) 
Q <223> cSNP translation 

Ft- 

<400> 1160 

L.i Met Leu Leu Pro Ser Trp Arg Thr Ser Ser Tyr Val Gly Ala 
m 1 5 10 

y <210> 1161 

\& <211> 14 . 

M- <212> PRT 

s <213> Homo sapiens 

U <220> 

jr;: <221> VARIANT 

<222> (7) . . . (0) 

If <223> cSNP translation 

Lai' 

-3 <400> 1161 

Gly Leu Leu Gly Thr Leu lie Ala Met Leu Leu Pro Ser Trp 
15 10 

<210> 1162 
<211> 14 
<212> PRT 

<213> Homo sapiens 
<220> 

<221> VARIANT 

<222> (7) ... (0) 

<223> cSNP translation 

<400> 1162 

Val Lys Thr Pro Glu Thr He Val Pro Thr Ala Pro Glu Leu 
1 5 .10 



<210> 1163 



<211> 14 
<212> PRT 

<213> Homo sapiens 
<220> 

<221> VARIANT 

<222> (7) . . . (0) 

<223> cSNP translation 

<400> 1163 

Gin Pro Ser Thr Ser Thr Asn Gin Pro Val Thr Ser Glu Pro 
15 10 

<210> 1164 
<2.11> 14 
<212> PRT 

<213> Homo sapiens 
<220> 

<221> VARIANT 

<222> (7) . . . (0) 

<223> cSNP translation 

<400> 1164 

Asn Val Val Arg Ala Met Val Asp Asn Trp Asp Val Leu Phe 



10 



<210> 1165 
<211> 14 
<212> PRT 

<213> Homo sapiens 
<220> 

<221> VARIANT 

<222> (7) . . . (0) 

<223> cSNP translation 

<400> 1165 

Gin Ala Arg His Arg Thr Gly Gly Thr Asn Thr Pro Pro Ser 

1 -5 - 10 

<210> 1166 
<211> 14 
<212> PRT 

<213> Homo sapiens 
<220> 

<221> VARIANT 

<222> (7) . . . (0) 

<223> cSNP translation 

<400> 1166 

Phe Lys Asn lie Lys Ser Ala Thr Glu Leu Asn Gly Asp lie 
1 . 5 10 



<210> 1167 
<211> 14 



<212> PRT 

<213> Homo sapiens 



<220> 

<221> VARIANT 

<222> (7) . . . (0) 

<223> cSNP translation 

<400> 1167 

Glu Leu Ala lie Asn Pro Val Gly Asp Arg lie lie Asn Ala 
1 5 10 

<210> 1168 
<211> 14 
<212> PRT 

<213> Homo sapiens 
<220> 

<221> VARIANT 

<222> (7) . . . (0) 

<223> cSNP translation 



<400> 1168 

Asn Gly Thr Leu Ser Arg Asp Asp Phe Gin Arg He Pro Glu 

1 ■ ■ 5 10 

<210> 1169 
<211> 14 
<212> PRT 

<213> Homo sapiens 
<220> 

<221> VARIANT 

<222> (7) . . . (0) 

<223> cSNP translation 



<400> 1169 

-Lys His Met Glu Met Glu Asp He Ser Ser Glu Glu Val Val 
1 5 10 

<210> 1170 
<211> 14 
<212> PRT 

<213> Homo sapiens 
<220> 

<221> VARIANT 

<222> (7) . . . (0) 

<223> cSNP translation 

<400> 1170 

lie Ser Pro Leu Thr Pro He Ser Val Ser Pro Ala Asn Arg 
1 5 10 

<210> 1171 
<211> 14 
<212> PRT 




<213> Homo sapiens 



<220> 

<221> VARIANT 

<222> (7) . . . (0) 

<223> cSNP translation 

<400> 1171 

Gys Pro Pre Asp Tyr His Tyr He His Thr Glu He Ser Arg 
1 5 10 

<210> 1172 
<211> 6 
<212> PRT 

<213> Homo sapiens 



£0: 



<220> 

<221> VARIANT 

<222> (7) . . . (0) 

<223> cSNP translation 

<400> 1172 

Arg His Thr Asp Leu Asp 
1 5 

<210> 1173 
<211> 5 
<212> PRT 

<213> Homo sapiens 



H <400> 1173 

a Ser Phe Leu Val Arg 

M l 5 

M 

f\\ <210> 1174 

<211> 14 

<212> PRT 

<213> Homo sapiens 
<220> 

<221> VARIANT 

<222> (7) . . . (0) 

<223> cSNP translation 

<400> 1174 

Gly He Pro Gly Gly Pro Gly Gly Pro Gly Cys Gin Glu Leu 
15 10 



<210> 1175 
<211> 14 
<212> PRT 

<213> Homo sapiens 
<220> 

<221> VARIANT 

<222> (7) ... (0) 

<223> cSNP translation 



<400> 1175 

Lys Tyr His Gly Val Ser Pro Leu Asn Pro Pro Glu Thr Leu 
1 " 5 10 

<210> 1176 
<211> 14 
<212> PRT 

<213> Homo sapiens 
<220> 

<221> VARIANT 

<222> (7) ... (0) 

<223> cSNP translation 

<400> -1176 

Glu Arg Val Val Gly Arg His Arg Ser Pro Cys Met Gin Asp 
1 5 10 

<210> 1177 
<211> 14 
<212> PRT 

<213> Homo sapiens 
<220> 

<221> VARIANT 

<222> (7) . . . (0) 

<223> cSNP translation 

<400> 1177 

Thr Val Tyr Pro Pro Leu Leu Ser lie Gin Ala His Ser Gly 
15 10 

1178 
14 
PRT 

Homo sapiens 
<220> 

<221> VARIANT 

<222> (7) . . . (0) 

<223> cSNP translation 

<400> 1178 

Leu Ala Leu Pro Ser Val Thr Leu Cys Thr Phe Asn Ser Tyr 
15 10 

<210> 1179 
<211> 14 
<212> PRT 

<213> Homo sapiens 
<220> 

<221> VARIANT 

<222> (7) . . . (0) 

<223> cSNP translation 



<210> 
<211> 
<212> 
<213> 



<400> 1179 

Pro Asn Val Tyr His Glu Pro Lys Leu Ala Ala Lys Glu Tyr 
1, 5 10 



<210> 1180 
<211> 14 
<212> PRT 

<213> Homo sapiens 
<220> 

<221> VARIANT 

<222> (7) . . . (0) 

<223> cSNP translation 

<400> 1180 

Asn Leu Gin Ser Lys Thr Ala Gly Leu His Val Thr Glu Tyr 

1 5 . 10 

<210> 1181 

<211> 14 

<212> PRT 

<213> Homo sapiens 
<220> 

<221> VARIANT 

<222> (7) . . . (0) 

<223> cSNP translation 

<400> 1181 

Ser Ser lie lie Ala Asp Gin lie Ala Leu Lys Leu Val Gly 
15 10 

<210> 1182 
<211> 14 
<212> PRT 

<213> Homo sapiens 
<220> 

<221> VARIANT 

<222> (7) . . . (0) 

<223> cSNP translation 

<400> 1182 

Ala Gly Gly lie Arg His Thr Pro Asp Glu lie Phe Leu Leu 
1 5 10 

<210> 1183 
<211> 14 
<212> PRT 

<213> Homo sapiens 
<220> 

<221> VARIANT 

<222> (7) . . . (0) 

<223> cSNP translation 



<400> 1183 



Leu Asp lie Ala Thr Asp His Val Gin Lys Arg Lys Gin Phe 
15 10 

<21C> 1184 
<211> 14 
<212> PRT 

<213> Homo sapiens 
<220> 

<221> VARIANT 

<222> (7) . . . (0) 

<223> cSNP translation 

<400> 1134 

Pro Lys Ser Gly Asp Trp Phe Cys Pro Asn Pro Ser Cys Gly 
15 10 

<210> 1185 
<211> 14 
<212> PRT 

<213> Homo sapiens 

H <220> 

3 <221> VARIANT 

%l. <222> (7) ... (0) 

i2 <223> cSNP translation 

^ <400> 1185 

^ Ala Val Pro Gly Ala Leu Cys Pro Leu Thr lie Thr Ser Ser 
rUv- l 5 10 

s ■ <210> 1186 
M <211> 14 
t.= <212> PRT 

tr"— • 

fj: <213> Homo sapiens 

^ <220> 

<221> VARIANT 
CJ : <222> (7) . . . (0) 

<223> cSNP translation 

<400> 1186 

He Asn Lys Gin Val Glu Pro Tyr Arg Glu Glu Ser Gin Lys 
1 5 10 

<210> 1187 
<211>14 
<212> PRT 

<213> Homo sapiens 
<220> 

<221> VARIANT 

<222> (7) . . . (0) 

<223> cSNP translation 



<400> 1187 

Arg Glu Glu Ser Gin Lys Cys Leu Lys Glu Phe Gin Glu Asn 



1 



<210> 1188 

<211> 14 

<212> PRT 

<213> Homo sapiens 
<220> 

<221> .VARIANT 

<222> (7) . . . (0) 

<223> cSNP translation 

<400> 1188 

Glu Asp Ph3 Lys Lys Asp Val Lys Asn Ser Leu Arg Glu Thr 
1 5 10 

<210> 1189 
<211> 14 
<212> PRT 

<213> Homo sapiens 
<220> 

<221> VARIANT 

<222> (7) . . . (0) 

<223> cSNP translation 

<400> 1189 

Met Lys Asn Ser Leu Arg Gly Thr Gin Glu Asn lie Asn Lys 
1 5 10 

<210> 1190 
<211> 14 
<212> PRT 

<213> Homo sapiens 
<220> 

<221> VARIANT 

<222> (7) . . . (0) 

<223> cSNP translation 

<400> 1190 

Glu Thr Gin Glu Asn lie Ser Lys Gin Val Glu Ala Tyr Arg 
1 5" • 10 

<210> 1191 
<211> 14 
<212> PRT 

<213> Homo sapiens 
<220> 

<221> VARIANT 

<222> (7) . . . (0) 

<223> cSNP translation 



<400> 1191 

Thr Gin Glu Asn He Asn Glu Gin Val Glu Ala Tyr Arg Glu 
15 10 



# 



<210> 1192 
<211> 6 
<212> PRT 

<213> Homo sapiens 
<220> 

<221> VARIANT 

<222> (7) . . . (0) 

<223> cSNP translation 

<400> 1192 

He Val Thr Ala Thr Glu 
1 5 

<210> 1193 
<211> 14 
<212> PRT 

<213> Homo sapiens 
<220> 

<22I> VARIANT 

<222> (7) ... (0) 

<223> cSNP translation 

<400> 1193 

Met Gly Gly Gly Arg Asp Pro Glu Glu Met Glu He Asp Gly 
1 5 10 



fij . <210> 1194 

\2 <211>.14 

*~ <212> PRT 

* . <213> Homo sapiens 

M <220> 

sU- <221> VARIANT 

fU <222> (7) . . . (0) 

Q <223> cSNP translation 

: : 

<400> 1194 

Glu Val Lys Arg Lys Gin Cys Asp Ala Tyr Gly Ser Ala Gly 
15 10 

<210> 1195 

<211> 14 

<212> PRT 

<213> Homo sapiens 
<220> 

<221> VARIANT 

<222> (7) . . . (0) 

<223> cSNP translation 

<400> 1195 

Asn Tyr Arg Asn Asn Pro Ser His Asn Phe Arg His Cys -Phe 
1 5 10 



n 



<210> 1196 
<211> 14 
<212> PRT 

<213> Homo sapiens 
<220> 

<221> VARIANT 

<222> (7) ... (0) 

<223> cSNP translation 

<400> 1196 

Leu Leu Arg His His Gly Gly Thr Val Leu Pro Ser Leu Asp 
1 5 10 

<210> 1197 
<211> 14 
<212> PRT 

<213> Homo sapiens 
<220> 

<221> VARIANT 

<222> (7) . . . (0) 

<223> cSNP translation 

<400> 1197 

Leu Ser Thr Tyr Ser Leu Asp Trp Val Met Ala Ala Val Val 
1 5 10 



U: <210> 1198 
fji <211> 14 



<212> PRT 

<213> Homo sapiens 
<220> 

<221> VARIANT 

<222> (7) . . . (0) 

<223> cSNP translation 

<400> 1198 

He He Cys Cys Ser Glu Leu Pro Val Val Lys Thr Glu Met 
15 10 

<210> 1199 
<211> 14 
<212> PRT 

<213> Homo sapiens 
<220> 

<221> VARIANT 

<222> (7) . . . (0) 

<223> cSNP translation 

<400> 1199 

Glu Asn Gly Asp Phe Ala Ser Phe Arg Val Glu Arg Ala Glu 
15 10 



<210> 1200 



<211> 14 
<212> PRT 

<213> Homo sapiens 
<220> 

<221> VARIANT 

<222> (7) . . . (0) 

<223> cSNP translation 

<400> 1200 

Cys Lys Gin Thr Ala Gly Gin Gly Ser Pro Cys Glu Glu Gin 
15 10 

<210> 1201 
<211> 14 
<212> PRT 

<213> Homo sapiens 
<220> 

<221> VARIANT 

<222> (7) . . . (0) 

<223> cSNP translation 

<400> 1201 

Asn Lys Glu Lys Thr Glu Phe Gly Thr His Pro Lys Gly Thr 
1 . 5 10 

<210> 1202 
<211> 14 
<212> PRT 

<213> Homo sapiens 
<220> 

<221> VARIANT 

<222> (7) . . . (0) 

<223> cSNP translation 

<400> 1202 

Leu Leu Pro Phe Lys Ser Pro Ser Gly Asn Asp Val Glu Ala 
15 10 

<210> 1203 
<211> 14 
<212> PRT 

<213> Homo sapiens 
<220> 

<221> VARIANT 

<222> (7) . . . (0) 

<223> cSNP translation 

<400> 1203 

Leu Met Glu Glu Lys Phe Pro Gly Asp Ala Gly Leu Gly Lys 
15 10 



<210> 1204 
<211> 14 



<212> PRT 

<213> Homo sapiens 



<220> 

<221> VARIANT 

<222> (7) ... (0) 

<223> cSNP translation 

<400> 1204 

Asn Asp Leu Lys Leu Asn Ser Lys Met Arg Glu Glu Tyr Aso 
1 5 * 10 

<210> 1205 
<211> 14 
<212> PRT 

<213> Homo sapiens 
<220> 

<221> VARIANT 

<222> (7) . . . (0) 

<223> cSNP translation 

<400> 1205 

' Met Gly Lys Lys Tyr Lys Lys lie Val Leu Leu Lys Gly Leu 
1 5 10 

<210> 1206 
<211> 14. 
<212> PRT 

<213> Homo sapiens 
<220> 

<221> VARIANT 

<222> (7) . . . (0) 

<223> cSNP translation 

<400> 1206 

Ser Val Lys Met Gly Lys Asn Tyr Lys Asn lie Val Leu Leu 
15 10 

<210> 1207 
<211> 14 
<212> PRT 

<213> Homo sapiens 
<220> 

<221> VARIANT 

<222> (7) . . . (0) 

<223> cSNP translation 

<400> 1207 

Leu Trp Lys Thr Gin Lys Leu Ser Leu Trp Glu Ala Pro Arg 
1 5 10 

<210> 1208 
<211> 14 
<212> PRT 



<213> Homo sapiens 



<220> 

<221> VARIANT 

<222> (7) . . . (0) 

<223> cSNP translation 

<400> 1208 

Asp Leu lie Trp Thr Leu Leu Gin Asp Cys Arg Glu He Phe 
1 5 10 

<210> 1209 
<211> 14 
<212> PRT 

<213> Homo sapiens 
<220> 

<221> VARIANT 

<222> (7) . . . (0) 

<223> cSNP translation 

<400> 1209 

Ala Trp Leu Pro Pro Thr Pro Ala Glu His Asp His Ser Leu 
1 5 10 

<210> 1210 
<211> 14 
<212> PRT 

<213> Homo sapiens 
<220> 

<221> VARIANT 

<222> (7) ... (0) 

<223> cSNP translation 

<400> 1210 

Asp Phe Gly Leu Ser Lys lie Gly Leu Met Ser Leu Thr Thr 
15 10 

<210> 1211 
<211> 14 
<212> PRT 

<213> Homo sapiens ~ 
<220> 

<221> VARIANT 

<222> (7) ... (0) 

<223> cSNP translation 

<400> 1211 

Gly Asn Ser Arg Val Trp Arg Gly Thr Met Glu Lys Ala Gly 
1 5 10 

<210> 1212 
<211> 14 
<212> PRT 

<213> Homo sapiens 



<220> 

<221> VARIANT * 
<222> (7) . . . (0) 
- <223> cSNP translation 

<400> 1212 

Thr Val Lys His Gly Ala Arg Ala Glu He Ser Thr Val Asn 
1 5 10 

<210> 1213 
<211> 14 
<212> PRT 

<213> Homo sapiens 
<220> 

<221> VARIANT 

<222> (7) . . . (0) 

<223> cSNP translation 

<400> 1213 

. Ala Thr Arg Ala Thr Leu Glu .Lys Glu Phe Gly Gly Gly His 
1 '5 10 

<210> 1214 
<211> 14 
<212> PRT 

<213> Homo sapiens 
<220> 

<221> VARIANT 

<222> (7) . . . (0) 

<223> cSNP translation 

<400> 1214 

Ala Thr Leu Lys Lys Glu Ser Gly Gly Gly His He Lys Asp 

1 -5 10' 

<210> 1215 
<211> 14 
<212> PRT 

<213> Homo sapiens 
<220> 

<221> VARIANT 

<222> (7) . . . (0) 

<223> cSNP translation 

<400> 1215 

Thr He Lys Ser His Ser Asn Leu Pro Pro Asn Asn Ser Tyr 
1 5 10 

<210> 1216 
<211> 14 
<212> PRT 

<213> Homo sapiens 



<220> 
<221> VARIANT 
<222> (7) . . . (0) 
<223> cSNP translation 

<400> 1216' 

Val Val Glu Asp lie Asp Thr Leu Asp Val Asp Thr His Lys 
5 10 

<210^ 1217 
<211> 14 
<212> PRT 

<213> Homo sapiens 
<220> 

<221> VARIANT 

<222> (7) . . . (0) 

<223> cSNP translation 

<400> 1217 

Val Ser lie Phe Asn Leu Gly Gly Met Glu His His Val Arg 
5 10 

<210> 1218 
<211> 14 
<212> PRT 

<213> Homo sapiens 
<220> 

<221> VARIANT 

<222> (7) . . . (0) 

<223> cSNP translation 

<400> 1218 

Pro Ala Gin Asp Asp Arg Pro Phe Tyr Gin Phe Glu Ala Ala 
15 10 

<210> 1219 
<211> 14 
<212> PRT 

<213> Homo sapiens 
<220> 

<221> VARIANT 

<222> (7) . . . (0) 

<223> cSNP translation 

<400> 1219 

. Glu Arg Leu Gin Glu Thr Gly Lys lie lie Ala Glu Leu Asn 
5 10 

<210> 1220 
<211> 14 
<212> PRT 

<213> Homo sapiens 



<220> 



<221> VARIANT 

<222> (7) . . . (0) 

<223> cSNP translation 



<400> 1220 

Pro Glu Asn Val Val Phe His Val Gly Gly Tyr Pro Pro Asp 
1 5 10 

<210> 1221 
<211> 14 
<212> PRT 

<213> Homo sapiens 
<220> 

<221> VARIANT 

<222> (7) . . . (0) 

<223> cSNP translation 

<400> 1221 

• Asp.Ser Val Trp Met Glu Val Asp Asp Glu Glu Asp Leu Pro 
1 5 10 

<210> 1222 
<211> 14 
<212> PRT 

<213> Homo sapiens 
<220> 

<221> VARIANT 

<222> (7) . . . (0) 

<223> cSNP translation 

<400> 1222 

Ser Thr Thr Gly Thr Pro Leu Ser Ser Ala Pro Asp Pro Lys 
15 10 

<210> 1223 

<211> 14 

<212> PRT . 

<213> Homo sapiens 

<220> 

<221> VARIANT 

<222> (7) . . . (0) 

<223> cSNP translation 

<400> 1223 

Gin Arg Arg Leu Asp Gin Phe lie Gly Lys Pro Ser Leu Phe 
15 10 

<210> 1224 
<211> 14 
<212> PRT 

<213> Homo sapiens 
<220> 

<22i> VARIANT 




<222> (7) . . . (0) 

<223> cSNP translation 

<400> 1224 

Pro Pro Pro Trp Ser Lys Tyr Val Glu Tyr Thr Phe Thr Gly 
1 5 10 



<210> 1225 
<211> 14 
<212> ?P.T 

<213> Homo sapiens 
<220> 

<221> VARIANT 

<222> (7) . . . (0) 

<223> cSNP translation 



<400> 1225 

Thr Phe Gly Phe Gin Gly Lys Ala Leu Ser Ser Leu Cys Ala 
1 5 10 

<210> 1226 
Q. <211> 6 
*J <212> PRT 
C~{ <213> Homo sapiens 

<220> 

^ <221> VARIANT 

III . <222> (7) . . . (0) 

fu* <223> cSNP translation 

.U 

5 <400> 1226 

y Lys Leu Asn Thr Ser Asn 



L£ <210> 1227 

jj : <211> 14 

W <212> PRT 

Q <213> Homo sapiens 

<220> 

<221> VARIANT 

<222> (7) . . . (0) 

<223> cSNP translation 



<400> 1227 

lie Arg Asn Ala Gin Leu Arg Gly Leu lie lie Ala Pro Glu 
1 5 -10 



<210> 1228 
<211> 14 
<212> PRT 

<213> Homo sapiens 
<220> 

<221> VARIANT 
<222> (7) . . . (0) 



<223> cSNP translation 



<400> 1228 

Gly Lys Leu Val Leu Asn Gin Asn Pro Val Asn Tyr Phe Ala 
5 10 

<210> 1229 
<211> 14 
<212> PRT 

<213> Homo sapiens 
<220> 

<221> VARIANT 

<222> (7) . . . (0) 

<223> cSNP translation 



O 



<400> 1229 

Glu Tyr Gin Val Leu Phe Gly Ala Leu lie Ser Pro Asp Arg 



5 10 



<210> 1230 
<211> 14 
<212> PRT 
G <213> Homo sapiens 



Sf- <220> 

La <221> VARIANT 

ffl <222> (7) . . . (0) 

57j <223> cSNP translation 



<400> 1230 

Gin Arg Asp Leu Gly Tyr Val Pro Leu Val Ser" Trp Glu Glu 
1 5 10 



M <210> 1231 
fU <211> 14 

<212> PRT 
:sj- <213> Homo sapiens 



<220> 

<221> VARIANT 

<222> (7) . . . (0) 

<223> cSNP translation 



<400> 1231 

Cys Thr Ala Ser Ala Thr Leu Ser Cys Asn Asp Leu Cys Glu 
1 5 10 

<210> 1232 
<211> 14 
<212> PRT 

<213> Homo sapiens 
<220> 

<221> VARIANT 

<222> (7) . . . (0) 

<223> cSNP translation 



<400> 1232 

Arg Pro Leu Thr Thr Gin His Pro Gin Ser Gly Thr Leu Lys 
1 5 10 



<210> 1233 
<211> 14 
<212> PRT 

<213> Homo sapiens • 
<220> 

<221> VARIANT 

<222> (7) . . . (0) 

<223> cSNP translation 

<400> 1233 

Gly Ser Leu Ala Arg Ala Glu Glu Ala Gly Lys Leu Glu Glu 
15 10 

<210> 1234 
<211> 14 
<212> PRT 

<213> Homo sapiens 
<220> 

<221> VARIANT 

<222> (7) . . . (0) 

<223> cSNP translation 

<400> 1234 

Lys lie lie Lys Val Lys Ser Val Lys Asp Arg Glu Asp Val 
15 10 

<210> 1235 
<211> 14 
<212> PRT 

<213> Homo sapiens 
<220> 

<221> VARIANT 

<222> (7) . . . (0) 

<223> cSNP translation 

<400> 1235 

Ala Leu Arg Ser Leu Gin Ser Arg Cys Leu Val Pro Gly Tyr 
15 10 

<210> 1236 
<211> 14 
<212> PRT 

<213> Homo sapiens 
<220> 

<221> VARIANT. 

<222> (7) . . . (0) 

<223> cSNP translation 



<400> 1236 

lie Ser Ala Ser Ser Gin Ala Pro Leu Ala Leu Arg Ser Leu 
1-5 10 



<210> 1237 
<211> 14 
<212> PRT 

<213> Homo sapiens 
<220> 

<221> VARIANT 

<222> (7) . . . (0) 

<223> cSNP translation 

<400> 1237 

Thr Lys Asn Ser Val Met Ser Lys Leu Tyr Gly Asp Ala Asp 
15 10 

<210> 1238 

<211> 14 

<212> PRT 

<213> Homo sapiens 
<220> 

<221> VARIANT 

<222> (7) . . . (0) 

<223> cSNP translation 

<400> 1238 

Leu Leu Arg Pro Gly Ser Ser Ala Arg Val Val Gin Cys lie 
15 10 

<210> 1239 
<211> 14 
<212> PRT 

<213> Homo sapiens 
<220> 

<221> VARIANT 

<222> (7) . . . (0) 

<223> cSNP translation 

<400> 1239 

Cys Asp Arg Ser Trp lie Asn Asp Gin Tyr Asp Arg Phe Val 
1 5 10 

<210> 1240 
<211> 14 
<212> PRT 

<213> Homo sapiens 
<220> 

<221> VARIANT 

<222> (7) . . . (0) 

<223> cSNP translation 



<400> 1240 



Thr Gly Asp Lys Arg Phe Gly Cys Ala Gin Cys Gin Lys Arg 
1 5 10 



<210> 1241 
<211> 14 
<212> PRT 

<213> Homo sapiens 
<220> 

<221> VARIANT 

<222> (7) . . . (0) 

<223> cSNP translation 

<400> 1241 

Thr Ser Val Gly Pro Asn Thr Val Ser Pro Ser Ser Gly Pro 
1 5 10 

<210> 1242 
<211> 14 - 
<212> PRT 

<213> Homo sapiens 
<220> 

<221> VARIANT 

<222> (7) . . . (0) 

<223> cSNP translation 

<400> 1242 

Cys Glu Gin Gly Phe Ser Arg Lys Ser His Leu He Arg His 
1 5 10 

<210> 1243 
<211> 14 
<212> PRT 

<213> Homo sapiens 
<220> 

<221> VARIANT 

<222> (7) ... (0) 

<223> cSNP translation 

<400> 1243 

Thr Leu Tyr His His. Val Asp Gly Cys Asp Val Phe His Leu 
1 5 10 

<210> 1244 
<211> 6 " 
<212> PRT 

<213> Homo sapiens 
<220> 

<221> VARIANT 

<222> (7) . . . (0) 

<223> cSNP translation 



<400> 1244 

Met Ala Leu Phe Thr Pro 



<210> 1245 
<211> 14 
<212> PRT 

<213> Homo sapiens 
<220> 

<221> VARIANT 

<222> (7) ... (0) 

<223> cSNP translation 

<400> 1245 

Cys lie Asn Val Leu Val Pro Gly Phe He Met Val Ser Gly 
' 1 5 .10 

<210> 1246 
<211> 14 
<212> PRT 

<213> Homo sapiens 
<220> 

<221> VARIANT 

<222> (7) . . . (0) 

<223> cSNP translation 

<400> 1246 

Thr Val Ser He Ser He Trp Ala Ser Leu Gin Gin Thr Gin 
15 10 

<210> 1247 
<211> 14 
<212> PRT 

<213> Homo sapiens 
<220> 

<221> VARIANT 

<222> (7) . . . (0) 

<223> cSNP translation 

<400> 1247 

Ser Glu Leu Asn Gin Pro Pro Glu Leu Leu Pro Gin Phe Ser 
1 5'* 10 

<210> 1248 
<211> 14 
<212> PRT 

<213> Homo sapiens 
<220> 

<221> VARIANT 

<222> (7) . . . (0) 

<223> cSNP translation 



<400> 1248 

Thr Pro Gin His Cys Ser Arg Asn Asn Phe Thr Met Arg Leu 
15 10 



<210> 1249 
<211> 14 
<212> PRT 

<213> Homo sapiens 
<220> 

<221> VARIANT 

<222> (7) . . . (0) 

<223> cSNP translation 

<400> 1249 

Trp Leu Lys Gly Gly Glu Gin His Ser Ala Leu Pro Glu Gin 
15 10 

,<210> 1250 
<211> 14 
<212> PRT 

<213> Homo sapiens 
<220> 

<221> VARIANT 

<222> (7) ... (0) 

<223> cSNP translation 

<400> 1250 

lie Thr Gly Thr Phe Lys Tyr Arg Lys Met Thr Leu Val Glu 
1 5 .10 

<210> 1251 
<211> 14 
<212> PRT 

<213> Homo sapiens 
<220> 

<221> VARIANT 

<222> (7) . . . (0) 

<223> cSNP translation 

<400> 1251 

Cys Asp Gin Lys Pro Cys Asn Cys Pro Lys Gly Asp Val Asn 
1.5 10 

<210> 1252 

<211> 14 

<212> PRT 

<213> Homo sapiens 
<220> 

<221> VARIANT 

<222> (7) . . . (0) 

<223> cSNP translation 



<400> 1252 

Pro Gly Leu Gly Ser Pro Glu Arg Tyr Ser Pro Val His Gly 
1 • 5 10 



<210> 1253 

<211> 14 • 

<212> PRT 

<213> Homo sapiens 
<220> 

<221> VARIANT 

<222> (7) . . . (0) 

<223> cSNP translation 

<400> 1253 

Gly Ala Val Leu Val Leu Tyr Ser Leu Pro Leu Glu . Phe Pro 
15 10 

<210> 1254 
<211> 14 
<212> PRT 

<213> Homo sapiens 
<220> 

<221> VARIANT 

<222> (7) . . . (0) 

<223> cSNP translation 

<400> 1254 

lie Glu Ala Glu Ser Ser Asn Leu Thr Ser Val Thr Thr Glu 
15 10 

<210> 1255 
<211> 14 
<212> PRT 

<213> Homo sapiens 
<220> 

<221> VARIANT 

<222> (7) . . . (0) 

<223> cSNP translation 

<400> 1255 

Leu Thr Trp Pro Ala Asp Thr Leu His Cys Thr Glu Cys Val 
1 5 10 

<210> 1256 
<211> 14 
<212> PRT 

<213> Homo sapiens 
<220> 

<221> VARIANT 

<222> (7) ... (0) 

<223> cSNP translation 

<400> 1256 

Leu Thr Ser Ser Tyr Ser Leu Asp Val Ser Asp Tyr Lys Glu 
15 10 



<210> 1257 




<211> 14 

<212> PRT 

<213> Homo sapiens 



<220> 

<221> VARIANT 

<222> (7) . . . (0) 

<223> cSNP translation 



<400> 1257 

Lys Lys Val Glu Phe Val Pro Lys Gin Leu Arg lie Met Gin 
1 5 10 

<210> 1258 
<211> 6 
<212> PRT 

<213> Homo sapiens 
<220> 

<221> VARIANT 

<222> (7) . . . (0) 

<223> cSNP translation 



^ <400> 1258 



Val Leu Gin Ala Gly Ala 
1 5 



s 

CO <210> 1259 

U <211> 14 

TU: <212> PRT 

<213> Homo sapiens 



<220> 

<221> VARIANT 
<222> (7) . . . (0) 



SsiS 
s 

M- 

IL~ <223> cSNP translation 

ry 

O <400> 1259 

p Glu Ser Val Gin Gin Gin Thr Glu Phe Leu Asn Arg Gin Leu 
1 5 10 



<210> 1260 
<211> 13 
<212> PRT 

<213> Homo sapiens 
<220> 

<221> VARIANT 

<222> (7) . . . (0) 

<223> cSNP translation 

<400> 1260 

Asn Pro Phe Gly Pro Val Pro Gly Ala Gin He Gin Phe 
1 5 10 



<210> 
<211> 



i261 
14 




<212> PRT 

<213> Homo sapiens 



<220> 

<221> VARIANT 

<222> (7) . . . (0) 

<223> cSNP translation 

<400> 1261 

Gly Cys Val Asp lie Ala Glu lie Leu Leu Ala Ala Lys Cys 
1 5 10 

<210> 1262 
<211> 14 
<212> PRT 

<213> Homo sapiens 



<220> 

<221> VARIANT 

<222> (7)<. . . (0) 

<223> cSNP translation 

r~j <400> 1262 

Ser Glu Ser Ser lie Lys Glu Lys Phe Leu Lys Arg Lys Gly 

H 1 5 io 

H <210> 1263 

C3 1 <211> 14 

Id <212> PRT 

fU: <213> Homo sapiens 



<220> 
L <221> VARIANT 
L <222> (7) . . . (0) 
i!" <223> cSNP translation 

[y <400> 1263 

□ Asn Leu Val Pro Val Arg Met Phe Met Ala His Gin Asp Leu 
O 1 5 10 

<210> 1264 

<211> 14 . 

<212> PRT 

<213> Homo sapiens 



<220> 

<221> VARIANT 

<222> (7) ... (0) 

<223> cSNP translation 

<400> 1264 

Gin Arg Lys Arg Leu Gin Pro Gin Leu Glu Glu Arg Ser Arg 
1 5 10 



<210> 1265 
<211> 14 
<212> PRT 



<213> Homo sapiens 



<220> 

<221> VARIANT 

<222> (7) . . . (0) 

<223> cSNP translation 

<400> 1265 

Phe Lsu Tyr lie Ser Leu Thr Asp Met Phe Pro Glu Met Asn 
1 5 10 

<210> 1266' 
<211> 14 
<212> PRT 

<213> Homo sapiens 
<220> 

<221> VARIANT 

<222> (7) . . . (0) 

<223> cSNP translation 

<400> 1266 

Gly His Thr Leu Asp Val Leu Lys Arg Lys Phe His Tyr Phe 
15 10 

<210> 1267 
<211> 14 
<212> PRT 

<213> Homo sapiens 
<220> 

<221> VARIANT 

<222> (7) ... (0) 

<223> cSNP translation 

<400> 1267 

Gly Lys Thr Val Leu Ser Leu Gly Phe Thr Glu Val Met Pro 
1 5 10 

<210> 1268 
<211> 14 
<212> PRT 

<213> Homo sapiens' 
<220> 

<221> VARIANT 

<222> (7) . . . (0) 

<223> cSNP translation 

<400> 1268 

Leu Ser Leu lie lie Gly His Pro lie Ala Val Leu Met Tyr 
1 5 10 

<210> 1269 
<211> 14 
<212> PRT 

.<213> Homo sapiens 



<220> 

<221> VARIANT 

<222> (7) . . . (0) 

<223> cSNP translation 

<4G0> 1269 

Gin Glu Glu Gin Met, Glu Fro Glu Gin Gin Asn Lys Asp Glu 
1 5 10 

<210> 1270 
<211> 14 
<212> PRT 

<213> Homo sapiens 
<220> 

<221> VARIANT 

<222> (7) . . . (0) 

<223> cSNP translation 

<400> 1270 

Glu Ala Gin Arg Leu lie Thr Gin Gin Gly Leu Val Asp Gly 
1 5 10 

<210> 1271 

<211> 6 

<212> PRT 

<213> Homo sapiens 

<220> - 

<221> VARIANT 

<222> (7) . . . (0) 

<223> cSNP translation 

<400> 1271 

Ser Pro Gly Lys Cys Asp 
1 5 

<210> 1272 
<211> 14 
<212> PRT 

<213> Homo sapiens 
<220> 

<221> VARIANT 

<222> (7) . . . (0) 

<223> cSNP translation 

<400> 1272 

Leu Thr Ser Ser Glu Leu Pro Gin Arg Leu Lys Thr lie Gly 
1 5 10 

<210> 1273 
<211> 14 
<212> PRT 

<213> Homo sapiens 



<220> 

<221> VARIANT 

<222> (7) ... (0) 

<223> cSNP translation 

<40G> 1273 

Ser His His Asp Pro lie lie Lys Val Leu Ser lie Arg Gly 
15 10 

<210> 1274 
<211> 14 
<212> PRT 

<213> Homo sapiens 
<220> 

<221> VARIANT 

<222> (7) . . . (0) 

<223> cSNP translation 

<400> 1274 

Ser Ser Glu Lys lie Ser Tyr Asn Pro Trp Ser Leu Arg Cys 
1 5 10 

<210> 1275 
<211> 14 
<212> PRT 

<213> Homo sapiens 
<220> 

<221> VARIANT 

<222> (7) . . . (0) 

<223> cSNP translation 

<400> 1275 

Asn Phe Lys His Ala Ser Ser lie Leu Pro lie Thr Glu Phe 
1 5 10 

<210> 1276 
<211> 14 
<212> PRT 

<213> Homo sapiens 
<220> 

<221> VARIANT 

<222> (7) ... (0) 

<223> cSNP translation 

<400> 1276 

Pro lie Ala Glu Thr lie Lys Ala Ser Ser Asn Glu Ser Leu 
1 5 10 

<210> 1277 
<211> 14 
<212> PRT 

<213> Homo sapiens 



<220> 



<221> VARIANT 

<222> (7) . . . (0) 

<223> cSNP translation 



<400> 1277 

Thr Ser Leu Ala Pro Ala Ser Leu He Thr Met Pro Ala Thr 
1 5 io 

<210> 1278 
<211> 14 
<212> PRT 

<213> Homo sapiens 
<220> 

<221> VARIANT 

<222> (7) . . . (0) 

<223> cSNP translation 



<400> 1278 

Lys Glu Trp Val Asp Lys Cys Asp Pro Gly Ala Leu Val lie 
1 5 10 

<210> 1279 
<211> 14 
<212> PRT 

<213> Homo sapiens 
<220> 

<221> VARIANT 

<222> (7) . . . (0) 

<223> cSNP translation 



<400> 1279 

Ser Pro Arg Met Pro Ser Phe 
1 5 

<210> 1280 
<211> .14 
<212> PRT 

<213> Homo sapiens 
<220> 

<221> VARIANT 

<222> (7) . . . (0) 

<223> cSNP translation 



Gly Phe Ala Ala Glu Gly Arg 
10 



<400> 1280 

Ser He He His He He Ser Thr Leu Leu Leu Ser Thr Gin 
1 5 10 

<210> 1281 
<211> 14 
<212> PRT 

<213> Homo sapiens 
<220> 

<221> VARIANT 



<222> (7) . . . (0) 

<223> cSNP translation 

<400> 1281 

Lys Glu Glu Leu Asp Arg Ser Cys Arg Glu Cys Lys Arg Lys 
1 5 10 

<210> 1282 

<211> 14 

<212> PRT 

<213> Homo sapiens 
<220> 

<221> VARIANT 

<222> (7) . . . (0) 

<223> cSNP translation 

<400> 1282 

Arg Asp Arg Asp Arg Glu Gly Asp Arg Asp Arg Asp Arg Asp 
1 5 10 

<210> 1283 
<211> 14 
<212> PRT 

<213> Homo sapiens 
<220> 

<221> VARIANT 

<222> (7) . . . (0) 

<223> cSNP translation 

<400> 1283 

Lys Glu Ser Glu Leu Gin Val Thr Ser Ala Ala Ser Pro His 
1 5 10 

<210> 1284 
<211> 14 
<212> PRT 

<213> Homo sapiens 
<220> 

<221> VARIANT 

<222> (7) . . . (0) 

<223> cSNP translation 

<400> 1284 

Gly Ser Ser Arg Ser His Cys Arg Glu Glu Arg Ser Arg Arg 
15 10 

<210> 1285 
<211> 14 
<212> PRT 

<213> Homo sapiens 
<220> 

<221> VARIANT 
<222> (7) . . . (0) 



<223> cSNP translation 



S . I: 



<400> 1285 

Ser Ala Ala Ser Ser Val Leu Arg Arg Glu Tyr Lys Pro Arg 



10 

<210> 1286 
<2il> 14 
<212> PRT 

<213> Homo sapiens 
<220> 

<221> VARIANT 

<222> (7) . . . (0) 

<223> cSNP translation 

<400> 1286 

Asp lie Pro lie lie Leu Phe Gly Asn Lys Ser Asp Leu Val 



10 



<210> 1287 
<211> 14 
<212> PRT 

<213> Homo sapiens 
<220> 

<221> VARIANT 

<222> (7) . . . (0) 

<223> cSNP translation 



<400> 1287 

He Arg Phe Arg Gin Asp Ser Asn Glu Ala Val Gly Gly Phe 



10 

<210> 1288 
<211> 14 
<212> PRT 

<213> Homo sapiens 
<220> 

<221> VARIANT 

<222> (7) . . . (0) 

<223> cSNP translation 

<400> 1288 

Thr Thr Val Phe Glu Asp Pro Tyr Asp Tyr Met Asn Ser Leu 
1 5 10 

<210> 1289 
<211> 14 
<212> PRT 

<213> Homo sapiens 
<220> 

<221> VARIANT 

<222> (7) . . . (0) 

<223> cSNP translation 



<400> 1289 




<210> 1290 
<211> 6 
<212> PRT 

<213> Homo sapiens 



<220> 

<221> VARIANT 

<222> (7) . . . (0) 

<223> cSNP translation 

<400> 1290 

Gin Gin Lys Leu Trp Asn 
1 5 

<210> 1291 
<211> 14 
<212> PRT 

<213> Homo sapiens 
<220> 

<221> VARIANT 

<222> (7) . . . (0) 

<223> cSNP translation 

<400> 1291 

Ala lie Glu Thr Gin Leu Pro Glu Tyr His Lys Leu Ala Arg 
1 5 10 

<210> 1292 
<211> 14 
<212> PRT 

<213> Homo sapiens 
<220> 

<221> VARIANT 

<222> (7) . . . (0) 

<223> cSNP translation 

<400> 1292 

Asn Lys Lys Met Gly Leu Gly Asp Thr Leu Glu Gin Leu Asn 
1 5 10 

<210> 1293 
<211> 14 
<212> PRT 

<213> Homo sapiens 
<220> 

<221> VARIANT 

<222> (7) . . . (0) 

<223> cSNP translation 



<400> 1293 

Phe Ser Thr Pro Glu Ala Arg Gly Glu His Gly Leu Ala Pro 
15 10 

<210> 1294 
<211> 14 
<212> PRT 

<213> Homo sapiens 
<220> 

<221> VARIANT 

<222> (7) . . . (0) 

<223> cSNP translation 

<400> 1294 

Gin Lys Phe Gin Val Asp Lys Ser Asn Arg Leu Leu Leu Gin 
1 5 10 

<210> 1295 
<211> 14 
<212> PRT 

<213> Homo sapiens 
.<220> 

<221> VARIANT 

<222> (7) . . . (0) 

<223> cSNP translation 

<400> 1295 

Gin Gin Val Ser Leu Pro Tyr lie Pro Gly Asn Tyr Thr Val 
1 5 10 

<210> 1296 
<211> 14 
<212> PRT 

<213> Homo sapiens 
<220> 

<221> VARIANT 

<222> (7) . . . (0) 

<223> cSNP translation 

<400> 1296 

Lys Glu Glu Glu Gin Ala Glu Lys Asn Lys Leu Ser Gly Lys 
15 10 

<210> 1297 
<211> 14 
<212> PRT 

<213> Homo sapiens 
<220> 

<221> VARIANT 

<222> (7) . . . (0) 

<223> cSNP translation 



<400> 1297 



Val Ser Leu Pro Lys Leu Thr Asn Val Gin Leu Leu Asp Thr 
1 5 10 



<210> 1298 

<211> 14 

<212> PRT 

<213> Homo sapiens 
<220> 

<221> VARIANT 

<222> (7) . . . (0) 

<223> cSNP translation 

<400> 1298 

Asn Val Gin Leu Leu Asp lie Asp Gly Gly Phe Val His Ser 

1 5. 10 

<210> 1299 

<211> 14 

<212> PRT 

<213> Homo sapiens 
<220> 

<221> VARIANT 

<222> (7) . . . (0) 

<223> cSNP translation 

<400> 1299 

Tyr Gin Glu Glu Leu Arg Phe His Tyr Lys Asp Met Leu Ser 
1 5 10 

<210> 1300 
<211> 14 
<212> PRT 

<213> Homo sapiens 
<220> 

<221> VARIANT 

<222> (7) ... (0) 

<223> cSNP translation 

<400> 1300 

Asn Phe Pro lie Thr Phe Thr Cys Tyr Ala Ala Leu Phe Cys 
1 5 ' 10 

<210> 1301 
<211> 14 
<212> PRT 

<213> Homo sapiens 
<220> 

<221> VARIANT 

<222> (7) ... (0) 

<223> cSNP translation 

<400> 1301 

Arg Asp Glu His Leu His Lys Met Ala Leu Glu Gin He Thr 



15 10 

<210> 1302 

<211> 14 

<212> PRT 

<213> Homo sapiens 
<220> 

<221> VARIANT 

<222> (7) . . . (0) 

<223> cSNP translation 

<400> 1302 

lie Ala Thr Lys Glu Glu lie Ser Leu Leu Glu Ala Trp Lys 
1 5 10 

<210> 1303 
<211> 14 
<212> PRT 

<213> Homo sapiens 
<220> 

<221> VARIANT 

<222> (7) . . . (0) 

<223> cSNP translation 

<400> 1303 

Phe Thr Trp Leu Ser Pro Glu Gly Glu Tyr Gin Lys Trp Asn 
15 10 

<210> 1304 
<211> 14 
<212> PRT 

<213> Homo. sapiens 
<220> 

<221> VARIANT 

<222> (7) . . . (0) 

<223> cSNP- translation 

<400> 1304 

Gly Pro Leu Pro Glu Asn Val Thr Trp Leu Ser Pro Gly Gly 
1 5~ 10 

<210> 1305 
<211> 14 
<212> PRT 

<213> Homo sapiens 
<220> 

<221> VARIANT 

<222> (7) . . . (0) 

<223> cSNP translation 

<400> 1305 

Val Phe Asn Ser Asp Glu Ser Ser Trp His Leu Val Glu Asp 
1' 5 10 



<210> 1306 

<211> 14 

<212> PRT 

<213> Homo sapiens 
<220> 

<221> VARIANT 

<222> (7/ ... (0) 

<223> cSNP translation 

<400> 1306 

Arg Lys Ser Phe Val Phe Gly Leu Asn Glu Cys Ala Ser Ser 
1 5 10 

<210> 1307 
<211> 6 
<212> PRT 

<213> Homo sapiens 
<220> 

<221> VARIANT 
n <222> (7) . . . (0) 

<223> cSNP translation 

H <400> 1307 

^ Gly Gin Glu Tyr His Leu 



ril; <210> 1308 

LL <211> 14 

I <212> PRT . • 

* <213> Homo sapiens 

jj^; <220> 

<221> VARIANT 
rU <222> (7) . . . (0) 
£3 <223> cSNP translation 

£3 

<400> 1308 

Lys Asp Gly Ala Pro Trp Phe Gly Arg His Tyr Cys Glu Ser 
1-5 10 

<210> 1309 

<211> 14 

<212> PRT 

<213> Homo sapiens 
<220> 

<221> VARIANT 

<222> (7) ... (0) 

<223> cSNP translation 



<400> 1309 

Tyr Ser Ser Thr Asp Thr Leu Tyr Pro Gly Ser Leu Pro Pro 
15 10 



<210> 1310 
<211> 14 
<212> PRT 

<213> Homo sapiens 



<220> 

<221> VARIANT 

<222> (7) . . . (0) 

<223> cSNP translation 

<400> 1310 



lie Leu Asn Ser Lys Asp Gin Leu Gin Val Glu Asn Asp Ala 

10 



<210> 1311 
<211> 6 
<212> PRT 

<213> Homo sapiens 
<220> 

<221> VARIANT 

<222> (7) . . . (0) 

<223> cSNP translation 

<400> 1311 

Asn Ser Lys Asp His Leu 
1 5 



m <210> 1312 

LJ- <211> 14 

f£ <212> PRT 

Li <213> Homo sapiens 

f, <220> 

H. <221> VARIANT 

H <222> (7) . . . (0) 

rU- <223> cSNP translation 

r|j; 

Q <400> 1312 

Q Pro Gly Thr Asp Arg Thr Ala Asn Val Lys Tyr Arg Gin Val 



<210> 1313 
<211> 14 
<212> PRT 

<213> Homo sapiens 
<220> 

<221> VARIANT 

<222> (7) . . . (0) 

<223> cSNP translation 



10 



<400> 1313 

Phe Thr Lys lie Lys Thr Ser Asp His Gin Tyr Met Glu Gly 



10 



<210> 1314 



<211> 14 
<212> PRT 

<213> Homo sapiens 
<220> 

<221> VARIANT 

<222> (7) . . . (0) 

<223> cSNP translation 

<400> 1314 

Ala Gly Leu Asp Ala Gin Met Val Met Gin Asp Asp Ala He 
1-5 1C 

<210> 1315 
<211> 14 
<212> PRT 

<213> Homo sapiens 



<220> 

<221> VARIANT 

<222> (7) . . . (0) 

<223> cSNP translation 



<400> 1315 

Val Gly Gly Trp Ala Gly Phe Asp Ala Gin Val Val Met Gin 
1 5 10 

<210> 1316 
<211> 14 
<212> PRT 

<213> Homo sapiens 
<220> 

<221> VARIANT 

<222> (7) . . . (0) 

<223> cSNP translation 



<400> 1316 

He Thr Ala Asp Gin Leu Ser Gly Val Gly Gly Trp Ala Gly 
1 5 10 

<210> 1317 
<211> 14 
<212> PRT 

<213> Homo sapiens 
<220> 

<221> VARIANT 

<222> (7) . . . (0) 

<223> cSNP translation 

<400> 1317 

Val Gin Pro Gin He Asn Met Thr Ala Asp Gin Leu Leu Gly 
1 5 10 

<210> 1318 
<211> 14 



<212> PRT 

<213> Homo sapiens 



<220> 

<221> VARIANT 

<222> (7) . . . (0) 

<223> cSNP translation 

<400> 1318 

Asn Tyr Lys Asp Gin Leu Pro Gin Leu Asn Val Arg Val Leu 
1 5 10 

<210> 1319 
<211> 14 
<212> PRT 

<213> Homo sapiens 
<220> 

<221> VARIANT 

<222> (7) ... (0) 

<223> cSNP translation 

<400> 1319 

Leu Met Lys Phe Tyr Leu Leu Leu Thr Gly lie Pro Val lie 
15 10 

<210> 1320 
<211> 14 
<212> PRT 

<213> Homo sapiens 
<220> 

<221> VARIANT 

<222> (7) . . . (0) 

<223> cSNP translation 

<400> 1320 

Ala Leu Thr Ala Leu Ser Gly Arg Arg Ala Gly Thr Arg Leu 
15 10 

<210> 1321 
<211> 14 
<212> PRT 

<213> Homo sapiens 
<220> 

<221> VARIANT 

<222> (7) . . . (0) 

<223> cSNP translation 

<400> 1321 

His Leu Ala Ala Glu Arg Gly Ala Glu He Arg Ser Leu Cys 
15 10 

<210> 1322 
<211> 14 
<212> PRT 



<213> Homo sapiens 



<220> 

<221> VARIANT 

<222> (7) . . . (0) 

<223> cSNP translation 

<400> 1322 

Thr He Phe Leu Ser Lys Phe Gin Thr Asp Val Arg Glu Lys 
1 5 10 

<210> 1323 

<211> 14 

<212> PRT 

<213> Homo sapiens 
<220> 

<221> VARIANT 

<222> (7) . . . (0) 

<223> cSNP translation 

<400> 1323 ' 

Ala Leu Ser Tyr Gly Phe His Gly Cys His Cys Gly Val Gly 
1 5 10 

<210> 1324 
<211> 14 
<212> PRT 

<213> Homo sapiens 
<220> 

<221> VARIANT 

<222> (7) ... (0) 

<223> cSNP translation 

<400> 1324 

He Ala Cys Pro Glu Thr Gly Thr Pro Ala Val He Thr Cys 
15 10 

<210> 1325 
<211> 14 
<212> PRT 

<213> Homo sapiens 
<220> 

<221> VARIANT 

<222> (7) . . . CO) 

<223> cSNP translation 

<400> 1325 

Val Cys Pro He Arg Asp Ser Cys Arg Trp Val He Asp Gly 
1 5 10 

<210> 1326 
<211> 14 
<212> PRT 

<213> Homo sapiens 



<220> 

<221> VARIANT 

<222> (7) ... (0) 

<223> cSNP translation 

<400> 1326 

Leu Ser Ala Trp Pro Glu Pro Asp Gin Ala Ser Arg Cys Leu 
1 5 10 

<210>. 1327 
<211> 14 
<212> PRT 

<213> Homo sapiens 



<220> 

<221> VARIANT 

<222> (7) . . . (0) 

<223> cSNP translation 

<400> 1327 

lie Ser Phe lie Phe Arg Lys Gly Arg Lys Asn Ser Gly lie 
1 5 10 

<210> 1328 
<211> 14 
<212> PRT 

<213> Homo sapiens 



<220> 

<221> VARIANT 

<222> (7) . . . (0) 

<223> cSNP translation 

<400> 1328 

His Glu lie Met Gly Pro Glu Lys Lys His Leu Asp Tyr Leu 



<210> 1329 

<211> 14 

<212> PRT 

<213> Homo sapiens 
<220> 

<221> VARIANT 

<222> (7) ... (0) 

<223> cSNP translation 

<400> 1329 

Glu lie Met Gly Pro Lys Asn Lys His Leu Asp Tyr Leu lie 
1 5 10 

<210> 1330 

<211> 14 

<212> PRT 

X2I3> Homo sapiens 




<220> 

<221> VARIANT 

<222> (7) . . . (0)' 

<223> cSNP translation 



<400> 1330 

Glu Met Asn Val Asn lie Ser Gin Leu Ala Asp Ser Leu Phe 
.1 5 10 



<210> 1331 
<211> 13 
<212> PRT 

<213> Homo sapiens 
<220> 

<221> VARIANT 

<222> - (7) ... (0) 

<223> cSNP translation 



<400> 1331 

Glu Gin Ser Val Gin Ser Gin Pro Glu Glu Glu Asp Glu 
1 5 10 

<210> 1332 
J j t <211> 14 
<212> PRT 

<213> Homo sapiens 

f Pi: 

y- <220> 

fy- <221> VARIANT 

U." <222> (7) . . . (0) 

* s <223> cSNP translation 

f7 <400> 1332 

^ Arg Thr Arg Ala Cys Phe Arg Gin Trp Leu Cys Arg Leu His 

ni : i s 10 

Q- <210> 1333 

p <211> 14 

<212> PRT 

<213> Homo sapiens 



<220> 

<221> VARIANT 

<222> (7) . . . (.0) 

<223> cSNP translation 

<400> 1333 

Ala Cys Phe Thr Gin Trp Pro Cys Arg Leu His Asn Glu Val 
15 10 



<210> 1334 
<211> 14 
<212> PRT 

<213> Homo sapiens 



<220> 




<221> VARIANT 

<222> (7) . . . (0) 

<223> cSNP translation 



<400> 1334 

Met Val Thr Ser Ser Ala Met Ser Ser Leu Ala Cys lie lie 
15 10 



<210> 1335 
<211> 14 
<212> PRT 

<213> Homo sapiens 
<220> 

<221> VARIANT 

<222> (7) ... (0) 

<223> cSNP translation 



<400> 1335 

Val Ala Met Leu Leu Pro Asn Trp Lys Thr Ser Ser Tyr Val 
15 10 



1336 
14 
PRT 

Homo sapiens 
<220> 

<221> VARIANT 

<222> (7) . . . (0) 

<223> cSNP translation 



a 

~'"~4' 



<210> 
<211> 
<212> 
<213> 



* e <400> 1336 

^ Leu Gin Pro Ser Thr Ser Arg Asp Gin Pro Val Thr Ser Glu 
tt 15 10 

ru 

ry- <2io> 1337 

p <211> 14 
<212> PRT 

<213> Homo sapiens 
<220> 

<221> VARIANT 

<222> (7) ... (0) 

<223> cSNP translation 

<400> 1337 

Ser Thr Ser Thr Asp Gin Leu Val Thr Ser Glu Pro Thr Ser 
1 5 10 

<210> 1338 
<211> 14 
<212> PRT 

<213> Homo sapiens 



<220> 

<221> VARIANT 



<222> (7) . . . (0) 

<223> cSNP translation 



<400> 1338 

Thr Asp Gin Pro Val Thr Pro Glu Pro Thr Ser Gin Ala Thr 
15 10 

<210> 1339 

<211> 14 

<212> PRT 

<213> Homo sapiens 
<220> 

<221> VARIANT 

<222> (7) . . . (0) 

<223> cSNP translation 

<400> 1339 

Thr Ser Glu Pro Thr Ser Arg Ala Thr Arg Gly Arg Lys Asn 
1 5 10 

<210> 1340 
<211> 14 
<212> PRT 

<213> Homo sapiens 
<220> 

<221> VARIANT 

<222> (7) ... (0) 

<223> cSNP translation 

<400> 1340 

Val His Gin Glu Ala Thr Ala Arg Leu Ser Gly Ser Gly Asn 
1.5 10 

<210> 1341 
<211> 14 
<212> PRT 

<213> Homo sapiens 
<220> 

<221> VARIANT 

<222> (7) . . . (0) 

<223> cSNP translation 

<400> 1341 

Arg lie Lys Met Glu Glu Tyr Ala Leu Leu Ser Asp Pro Val 
1-5 10 

<210> 1342 
<211> 14 
<212> PRT 

<213> Homo sapiens 
<220> 

<221> VARIANT 
<222> (7) . . . (0) 



<223> cSNP translatia 



C400> 1342 

Arg Ala Arg Arg Ser Asn Cys Arg Arg Gin Glu Gly lie Lys 
5 10 



<210> 1343 
<211> 14 
<212> PRT 

<213> Homo sapiens 
<220> 

<221> VARIANT 

<222> (7) . . . (0) 

<223> cSNP translation 



<400> 1343 

Gly Trp Arg Ala lie Asn Ser Ser Met Ala Ala Pro Ser Ser 



<210> 1344 
<211> 14 
<212> PRT 

<213> Homo sapiens 
<220> 

<221> VARIANT 

<222> (7) . . . (0) 

<223> cSNP translation 



10 



<400> 1344 

Glu Pro Leu Asn Ser Arg Gly Asn Lys Leu His Phe Ala Phe 



10 

<210> 1345 
<211> 14 
<212> PRT 

<21.3> Homo sapiens 
<220> 

<221> VARIANT 

<222> (7) . . . (0) 

<223> cSNP translation 

<400> 1345 

lie Asn Pro Leu Gly Asp Trp lie lie Asn Ala Phe Phe Pro 



5 

<210> 1346 
<211> 14 
<212> PRT 

<213> Homo sapiens 
<220> 

<221> VARIANT 

<222> (7) . . . (0) 

<223> cSNP translation 



10 



<400> 1346 

Ser Arg Glu Asp Phe Gin Gly He Pro Glu Leu Ala He Asn 
1 5 10 " 



<210> 1347 
<211> 14 
<212> PRT 

<213> Homo sapiens 
<220> 

<221> VARIANT 

<222> (7) . . . (0) 

<223> cSNP translation 

<400> 1347 

Leu Glu Gin Glu Tyr Glu Asn Lys Leu Arg Ala Glu Leu Val 
1 5 10. 

<210> 1348 
<211> 14 
<212> PRT 

<213> Homo sapiens 
<220> 

<221> VARIANT 

<222> (7) . . . (0) 

<223> cSNP translation 

<400> 1348 

Glu Val Ser Ala Asp Gly Glu Thr He Thr Val Thr Phe Phe 
1 5 10 

<210> 1349 
<211> 14 
<212> PRT 

<213> Homo sapiens 
<220> 

<221> VARIANT 

<222> (7) . . . (0) 

<223> cSNP translation 

<400> 1349 

Ala Lys Lys Glu Met Val Ser Ser Lys Leu Pro Asn Ser Val 
15 10 

<210> 1350 
<211> 14 
<212> PRT 

<213> Homo sapiens 
<220> 

<221> VARIANT 

<222> (7) . . . (0) 

<223> cSNP translation 



<400> 1350 

He Gin Pro Asp Gly Ser Gly Ser Ala Val Leu Trp Cys Asp 
15 10 



<210> 1351 
<211> 14 
<212> PRT 

<213> Homo sapiens 
<220> 

<221> VARIANT 

<222> (7) . . . (0) 

<223> cSNP translation 

<400> 1351 

Lys Trp Phe Glu Val Lys His He Ser Thr Glu Glu He Ser 
1 5 10 

<210> 1352 
<211> 14 
<212> PRT 

<213> Homo sapiens 
<220> 

<221> VARIANT 

<222> (7) . . . (0) 

<223> cSNP translation 

<400> 1352 

Lys Ser His Phe Gin Ala Thr His Ser Glu Ser Ser Asp Thr 
1.5 10 

<210> 1353 
<211> 14 
<212> PRT 

<213> Homo sapiens 
<220> 

<221> VARIANT 
<222> (7) . . . (0) 
<223>.cSNP translation 

<400> 1353 

Thr Met Gly Ser Thr Glu Ala Arg Val Asp Tyr Met Gly Ser 
1 5 10 

<210> 1354 
<211> 14 
<212> PRT 

<213> Homo sapiens 

<220> ' 

<221> VARIANT 

<222> (7) . . . (0) 

<223> cSNP translation 



<400> 1354 



Ser Lys Glu Ala lie His lie Gin Leu Leu Glu Lys Gin Lys 
15 10 



<210> 1355 • 
<211> 6 
<212> PRT 

<213> Homo sapiens 
<220> 

<221> VARIANT 

<222> (7) . . . (0) 

<223> cSNP translation 

<400> 1355 

Val Cys Gly Asp Ala Ser 
1 5 

<210> 1356 
<211> 14 
<212> PRT 

<213> Homo sapiens 
<220> 

<221> VARIANT , - . 

<222> (7) . . . (0) 

<223> cSNP translation 

<400> 1356 

Gin Ala Gin Ala Gin Ser Tyr Cys Ser Cys Ser Thr Val Ser 
1 5 -10 

<210> 1357 
<211> 14 . 
<212> PRT 

<213> Homo sapiens 
<220> 

<221> VARIANT 

<222> (7) . . . (0) 

<223> cSNP translation 

<400> 1357 

Glu Glu Val Lys Val "Ser Trp Thr Arg Leu Pro Thr Ser Cys 
15 10 

<210> 1358 
<211> 14 
<212> PRT 

<213> Homo sapiens 
<220> 

<221> VARIANT 

<222> (7) . . . (0) 

<223> cSNP translation 

<400> 1358 

Lys Pro He Thr Arg Lys Gly Val Gly His Arg Met Gly Gly 



<210> 1359 
<211> 14 
<212> PRT 

<213> Homo sapiens 
<220> 

<221> VARIANT 

<222> (7) . , . (0) 

<223> cSNP translation 

<400> 1359 

Arg Ser Cys Ser His Pro Ser Gin Leu His Arg Leu Va] Phe 
1 5 10 

<210> 1360 
<211> 14 
<212> PRT 

<213> Homo sapiens 
<220> 

<221> VARIANT 

<222> (7) . . . (0) 

<223> cSNP translation 

<400> 1360 

Ala Gly Thr Tyr Pro Arg Arg Glu Glu Tyr Arg Arg Gly He 
1 5 10 

<210> 1361 
<211> 14 
<212> PRT 

<213> Homo sapiens 
<220> 

<221> VARIANT 

<222> (7) . . . (0). 

<223> cSNP translation 

<400> 1361 

Thr He Ser Pro Leu Thr Leu Val Ser Val Ser Pro Ala Asn 
1 5 - . io 

<210> 1362 
<211> 14 
<212> PRT 

<213> Homo sapiens 
<220> 

<221> VARIANT 

<222> (7) . . . (0) 

<223> cSNP translation 

<400> 1362 

Met Gly Ser His Glu Pro Met He Ser Pro Leu Thr Pro Val 
1 5 10 



<210> 1363 
<211> 14 
<212> PRT 

<213> Homo sapiens 
<220> 

<221> VARIANT 

<222> (8) . . . (C) 

<223> cSNP translation 

<400>. 1363 

Arg lie Gly Leu Gly Leu Gly Gly Arg Trp Ala Trp Arg Leu 
1 5 10 

<210> 1364 
<211> 14 
<212> PRT 

<213> Homo sapiens 
<220> 

<221> VARIANT 

<222> (8) ... (0) 

<223> cSNP translation 

<4.00> 1364 

Val Met Arg lie Gly Leu Gly Trp Ala Gly Arg Trp Ala Trp 
1 5 10 

<210> 1365 
<211> 14 
<212> PRT 

<213> Homo sapiens 
<220> 

<221> VARIANT 

<222> (8) . . . (0) 

<223> cSNP translation 

<400> 1365 

Gly Leu Thr Gin Asn Lys Ala Cys Gin Lys Thr Leu Ser Met 
15 10 

<210> 1366 
<211> 14 
<212> PRT 

<213> Homo sapiens 
<220> 

<221> VARIANT 

<222> (7) . . . (0) 

<223> cSNP translation 



<400> 1366 

Val Gin Trp Val Ala Pro Arg Gly Cys Cys Tyr Gly Ser Ser 
1 5 10 



<210> 1367 

<211> 9 

<212> PRT 

<213> Homo sapiens 
<220> 

<221> VARIANT 

<222> (7) ... (0) 

<223> cSNP translation 

<400> 1367 

Pro Gly Asn Asn Arg Lys Cys Met Asn 
1 5 

<210> 1368 

<211> 14 

<212> PRT 

<213> Homo sapiens 
<220> 

<221> VARIANT 

<222> (7) . . . (0) 

<223> cSNP translation 

<400> 1368 

Ser Val Gly Ala Leu Glu Ala Asn Ser Arg Arg Lys Leu Ala 
1 5 10 

<210> 1369 
<211> 14 
<212> PRT 

<213> Homo sapiens 
<220> 

<221> VARIANT 

<222> (7) . . . (0) 

<223> cSNP translation 

<400> 1369 

Cys Gin Gly Asp Ser Gly Ala Arg Trp Cys Val Arg Thr Lys 
15 10 

<210> 1370 
<211> 14 
<212> PRT 

<213> Homo sapiens 
<220> 

<221> VARIANT 

<222> (7) . . . (0) 

<223> cSNP translation 

<400> 1370 

Cys Gin Gly Asp Ser Gly Ala Arg Trp Cys Val Arg Thr Lys 
15 10 



<210> 1371 




<211> 14 
<212> PRT 

<213> Homo sapiens 



<220> 

<221> VARIANT 

<222> (8) . . . (0) 

<223> cSNP translation 



<400> 1371 

lie Glu Thr Tyr Phe Ser Lys Thr Thr Lys Thr Met. Ser lie 
1 5 .10 



<210> 1372 
<211> 14 
<212> PRT 

<213> Homo sapiens 
<220> 

<221> VARIANT 

<222> (8) . . . (0) 

<223> cSNP translation 

q 

yj <400> 1372 

Pro Leu Ser Gly Ala Leu Ala Gin Ser Leu Arg Pro Ser Lys 

\1 1 5 10 

<210> 1373 
j^; <211> 14 

<212> PRT 
H v <213> Homo sapiens 

<220> 

U <221> VARIANT 
fy. <222> (7) . . . (0) 

<223> cSNP translation 

<400> 1373. 

W jyjg^. T]lr Q ^ ft p rQ Q± U 

1 ■ 5 . 10 



<210> 1374 
<211> 12 
<212> PRT 

<213> Homo sapiens 



<220> 

<221> VARIANT 

<222> (8) . . . (0) 

<223> cSNP translation 



<400> 1374 

Phe Ser Gly Arg Leu Lys Ala Glu Gly Thr Ser Cys 
1 5 10 

<210> 1375 
<211> 14 



<212> PRT 

<213> Homo sapiens 



<220> 

<221> VARIANT 

<222> (8) ... (0) 

<223> cSNP translation 

<400> 1375 

Leu His Arg Ala Phe Ser Val Ser Tyr Ser Thr Pro Lvs " r le 
I 5 10 

<210> 1376 

<211> 14 

<212> PRT 

<213> Homo sapiens 

- <220> 
<221> VARIANT 
<222> (7) . . . (0) 
<223> cSNP translation 

<400> 1376 

Ser Lys Val Leu Glu Glu Gly Arg Pro Pro Arg Arg Ala Cys 
1-5 10 

<210> 1377 
<211> 14 
<212> PRT 

<213> Homo sapiens 
<220> 

<221> VARIANT 

<222> (8) . . . (0) 

<223> cSNP translation 

<400> 1377 

Ala Glu Glu Gly Leu Arg Glu Cys Ser Ala Ala Gly Gly Ser 
1 5 10 

<210> 1378 
<211> 14 
<212> PRT 

<213> Homo sapiens 
<220> 

<221> VARIANT 

<222> (8) . . . (0) 

<223> cSNP translation 

<400> 1378 

Glu Leu Gin Arg Ser Arg Arg Ser Ala Thr Arg Thr Trp Arg 
1 5 io 

<210> 1379 
<211> 14 
<212> PRT 



<213> Homo sapiens 



<220> 

<221> VARIANT 

<222> (8) . . . (0) 

<223> cSNP translation 

<400> 1379 

Glu Asp Vai Glu Ala Leu Ala Pro Ser Thr Arg Arg Arg Arg 
15 10 

<210> 1380 
<211> 14 
<212> PRT 

<213> Homo sapiens 
<220> 

<221> VARIANT 

<222> (7) ... (0) 

<223> cSNP translation 

<400> 1380 

Glu lie Asn Cys Arg Arg Arg Thr Met Gly Thr Ser Ser Pro 
1 5 10 

<210> 1381 
<211> 14 
<212> PRT 

<2.13> Homo sapiens 
<220> 

<221> VARIANT 

<222> (7) . . . (0) 

<223> cSNP translation 

<400> 1381 

Gly Met Glu His His Val Ala Pro Ala Ser Pro Lys Trp Ser 
1 . 5 10 

<210> 1382 
<211> 9 
<212> PRT 

<213> Homo sapiens" 
<220> 

<221> VARIANT 
<222> (10) ... (0) 
<223> cSNP translation 

<400> 1382 

Val Ala Ala Glu Ala Leu Leu Lys Lys 
1 5 

<210> 1383 
<211> 14 
<212> PRT 

<213> Homo sapiens 



<220> 

<221> VARIANT 

<222> (7) . . . (0) 

<223> cSNP translation 

<400> 1383 

Gly Cys Pro Lys Met Gly Thr Met Leu Thr Asn Leu Arg Gly 
1 5 10 

<210> 1384 
<211> 14 
<212> PRT 

<213> Homo sapiens 
<220> 

<221> VARIANT 

<222> (7) . . . (0) 

<223> cSNP translation 

<400> 1384 

Pro Cys Pro Ala Glu Gly Ser Pro Lys Trp Gly Thr Met Leu 
15 10 



<221> VARIANT 

<222> (7) . . . (0) 

<223> cSNP translation 

<400> 1385 

Ala His Thr Ala Ala Glu Gly Ala Gly Gly Trp Gly Ala Ala 
1 5 10 



<210> 1386 
<211> 13 
<212> PRT 

<213> Homo sapiens 
<220> 

<221> VARIANT 

<222> (7) . . . (0) 

<223> cSNP translation 

<400> 1386 

Leu Gin Glu Thr Leu Leu Gly Leu Phe Gly Leu Trp Cys 
1 5 10 

<210> 1387 
<211> 14 
<212> PRT 

<213> Homo sapiens 




<210> 1385 
<211> 14 
<212> PRT 

<213> Homo sapiens 



<220> 



<220> 

<221> VARIANT 

<222> (7) . . . (0) 

<223> .cSNP translation 

<400> 1387 

Asp Lys Ala Glu Lys Thr Lys Lys Lys Lys Lys Lys Arg Lys 
15 10 

<210>1388 
<211> 14 
<212> PRT 

<213> Homo sapiens 
<220> 

<221> VARIANT 

<222> (7) . . . (0) 

<223> cSNP translation 

<400> 1388 

Lys Lys Glu Cys Tyr Tyr lie Ser Met Thr Pro Val Ser Val 
1.5 10 

<210> 1389 
<211> 8 
<212> PRT 

<213> Homo sapiens 
<220> 

<221> VARIANT 

<222> (7) . . . (0) 

<223> cSNP translation 

<400> 1389 

Glu Ser Leu lie Asp Glu Glu Arg 
1 5 

<210> 1390 
<211> 14 
<212> PRT 

<213> Homo sapiens 
<220> 

<221> VARIANT 

<222> (7) ... (0) 

<223> cSNP translation 

<400> 1390 

Glu Tyr Lys Leu Val Val Gly Ala Pro Ala Val Trp Ala Arg 
15 10 

<210> 1391 
<211> 14 
<212> PRT 

<213> Homo sapiens 



<220> 



<221> VARIANT 

<222> (8) . . . (0) 

<223> cSNP translation 



<400> 1391 

Glu Tyr Lys Leu Val Val Val Ala Pro Ala Val Trp Ala Arg 
15 10 

<210>1392 
<211> 14 
<212> PRT 

<213> Homo sapiens 
<220> 

<221> VARIANT 

<222> (7) . . . (0) 

<223> cSNP translation 

<400> 1392 

Tyr Lys Leu Val Val Val Ala Pro Ala Val Trp Ala Arg Val 
1 5 10 

<210> 1393 
<211> 14 
<212> PRT 

<213> Homo sapiens 
<220> 

<221> VARIANT 

<222> (7) . . . (0) 

<223> cSNP translation. 

<400> 1393 

Tyr Asp Ala Asp Ala Gly Arg Met Thr Cys His Cys Trp Ser 
1 5 10 

<210> 1394 
<211> 10 
<212> PRT 

<213> Homo sapiens 
<220> 

<221> VARIANT . 

<222> (9) . . . (0) 

<223> cSNP translation 

<400> 1394 

Met Arg Tyr Asp Ala Asp Ala Gly Gly Glu 
1 5 10 

<210> 1395 
<211> 14 
<212> PRT 

<213> Homo sapiens 
<2_20> 

<221> VARIANT 



<222> (8) . . . (0) 

<223> cSNP translation 



<400> 1395 

Tyr He Asp He Gin Leu Arg Leu Leu Pro Ser His Arg Thr 
1 5 10 

<210> 1396 
<211> 14 
<212> PRT 

<213> Homo sapiens 
<220> 

<221> VARIANT 

<222> (7) . . . (0) 

<223> cSNP translation 

<400> 1396 

Ala Pro Lys Ser Ala Cys Val Cys Ala Gin Ala Asp Phe Glu 
1 5 10 

<210> 1397 
<211> 9 
<212> PRT 

<213> Homo sapiens 
<220> 

<221> VARIANT 
<222> (8) . . . (0) . 
<223> cSNP translation 

<400> 1397 

Gly Val Ser Gly Val Lys Pro Gin Gly 
1 5 

<210> 1398 
<211> 14 
<212> PRT 

<213> Homo sapiens 
<220> 

<221> VARIANT 

<222> (7) . . . (0) 

<223> cSNP translation 

<400> 1398 

Leu Lys Pro Val Pro Val Gly Lys Arg Thr Arg Ala Ser Ser 
1 5 10 

<210> 1399 
<211> 14 
<212> PRT 

<213> Homo sapiens 
<220> 

<221> VARIANT 
<222> (7) . . . (0) 




<223> cSNP translation 
<400> 1399 

Asp Arg Val Pro Leu Arg Thr Arg Thr Ser Pro Leu Lys Arg 
1 5 10 

<210> 1400 
<211> 14 
<212> PRT 

<213> Homo sapiens 
<220> 

<221> VARIANT 

<222> (7) . . . (0) 

<223> cSNP translation. 

<400> 1400 

Leu Glu Asn Ser Gin Met Lys Ser Ala Cys Cys Cys Lys Pro 
1 5 10 

1401 
14 
PRT 

Homo sapiens 
<220> 

<221> VARIANT 

<222> (9) . . . (0) 

<223> cSNP translation 

<400> 1.401 

Leu Leu Ala Met Leu Gin Gly Pro Gly Pro Trp Leu Arg Pro 
15 10 

1402 
14 
PRT 

Homo sapiens 
<220> 

<221> VARIANT 

<222> (7) ... (0) 

<223> cSNP translation 

<400> 1402 

Ser Glu Leu Arg Gly Gly Leu Thr Gly Ala Ser Thr Ser Ser 
15 10 

<210> 1403 
<211> 14 
<212> PRT 

<213> Homo sapiens 
<220> 

<221> VARIANT 

<222> (7) . . . (0) 

<223> cSNP translation 



<210> 
<211> 
<212> 
<213> 



<210> 
<211> 
<212> 
<213> 



<400> 1403 

Val Ala Leu Ser Ser Ala Gly Val Leu Ser Pro Met Val" Ala 
1 5 10 



<210> 1404 
<211> 14' 
<212> PRT 

<213> Homo sapiens 
<220> 

<221> VARIANT 

<222> (9) . . . (0) 

<223> cSNP translation 

<400> 1404 

Leu Val Lys Leu Lys Leu Lys Lys He Pro Trp Met Thr Phe 
15 10 

<210> 1405 
<211> 12 
<212> PRT 

<213> Homo sapiens 
<220> 

<221> VARIANT 

<222> (7) . . . (0) 

<223> cSNP translation 

<400> 1405 

Ser Asn Ser He Ser Val Met Gly Val Ser Arg 
1 5 10 

<210> 1406 
<211> 14 
<212> PRT 

<213> Homo sapiens 
<220> 

<221> VARIANT 

<222> (8) ... (0) 

<223> cSNP translation 

<400> 1406 

Thr Glu Trp Ser Gin Trp Ser Asn Val Thr Ser His Val Gly 

1 .5 10 

<210> 1407 
<211> 12 
<212> PRT 

<213> Homo sapiens 
<220> 

<221> VARIANT 

<222> (8) . . . (0) 

<223> cSNP translation 



<400> 1407 

Tyr Arg Arg Gin Gly Leu Pro He Thr He Gly Giu 



<220> 

<221> VARIANT 

<222> (8) . . . (0) 

<223> cSNP translation 

<400> 1408 

Val Gly Asp Ala Cys Asp Ser Ala Leu Lys 
1 5 -10 

<210> 1409. 
<211> 13 
<212> PRT 

<213> Homo sapiens 
<220> 

<221> VARIANT 

<222> (7) . . . (0) 

<223> cSNP translation 

<400> 1409 

Ser Val Glu Pro Glu Arg Asp Leu Thr Phe Leu Leu Thr 
1 ■ 5 10 

<210> 1410 
<211> 14 
<212> PRT 

<213> Homo sapiens 
<220> 

<221> VARIANT 

<222> (7) . . . (0) 

<223> cSNP translation 

<400> 1410 

Leu Gin He Met Leu Gin Ala Glu Ser Ala Thr Arg Thr Gl 
1 5 10 

<210> 1411 
<211> 8 
<212> PRT 

<213> Homo sapiens 
<220> 

<221> VARIANT 

<222> (7) . . . (0) 

<223> cSNP translation 



1 



5 



10 



<210> 
<211> 
<212> 
<213> 



1408 

10 

PRT 

Homo sapiens 



<400> 1411 



Phe Gly Phe Ser Ser Gly Pro Ser 
1 5 10 



<210> 1412 
<211> 14 
<212> PRT 

<213> Homo sapiens 
<220> 

<221> VARIANT 
<222> (10) ... (0) 
<223> cSNP translation 

<400> 1412 

Pro Glu Lys Gin Leu Val Glu Lys Lys Val Leu Thr Lys Gin 
1 5 10 

<210> 1413 
<211> 13 
<212> PRT 

<213> Homo sapiens 
<220> 

<221> VARIANT 

<222> (9) . . . (0) 

<223> cSNP translation 

<400> 1413 

Val Val Val Met Gly Pro Pro Lys Leu Glu Arg Ala Leu 
1 5 io 

<210> 1414 
<211> 14 
<212> PRT 

<213> Homo sapiens 
<220> 

<221> VARIANT 

<222> (7) . . . (0) 

<223> cSNP translation 

<400> 1414 

Phe Ser Glu Asp Asp Pro Trp Arg Pro Leu Ser He Gly Pro 
1 5 10 

<210> 1415 
<211> 14 
<212> PRT 

<213> Homo sapiens 
<220> 

<221> VARIANT 

<222> (8) ... (0) 

<223> cSNP translation 

<400> 1415 

Asn Gin Ser Gin Glu Leu Gin Arg Ser Trp Arg Thr Ala Gly 



<210> 1416 
<211> 14 
<212> PRT 

<213> Homo sapiens 
<220> 

<221> VARIANT 

<222> (8) ... (0) 

c223> cSNP translation 

<400> 1416 

Asn His Met Val Gin Gin Asp He Ser Pro Arg Pro Leu His 
1 5 10 

<210> 1417 
<211> 14 
<212> PRT 

<213> Homo sapiens 
<220> 

<221> VARIANT 

<222> (8) . . . (0) 

<223> cSNP translation 

<400> 1417 

Lys Trp Pro Thr Leu Gin Asp Trp Pro Val Leu Pro Trp Ara 
1 5 10 

<210> 1418 
<211> 14 
<212> PRT 

<213> Homo sapiens 
<220> 

<221> VARIANT 

<222> (7) . . . (0) 

<223> cSNP translation 

<400> 1418 

Phe Val Gly Arg Phe Phe Arg. Ala Thr Met Ala Thr Gin Leu 
1 5 . . 10 

<210> 1419 
<211> 9 
<212> PRT 

<213> Homo sapiens 
<220> 

<221> VARIANT 

<222> (9) . . . (0) 

<223> cSNP translation 

<400> 1419 

Gin He His Arg He Arg His Phe Thr 
1 5 



<210> 1420 
<211> 14 
<212> PRT 

<213> Homo sapiens 
<220> 

<221> VARIANT 

<222> (7) ... (0) 

<223> cSNP translation 

<400> 1420 

Thr Leu Glu Glu Gly Asn Gin Gin Thr Arg Ser Pro Val Pro 
1.5 10 

<210> 1421 

<211> 14 

<212> PRT 

<213> Homo sapiens 
<220> 

<221> VARIANT 

<222> (8) . . . (0) 

<223> cSNP translation 

<400> 1421 

Ala Thr Leu Glu Glu Gly Asn Gin Gin Thr Arg Ser Pro Val 
15 10 

<210> 1422 
<211> 14 
<212> PRT 

<213> Homo sapiens 
<220> 

<221> VARIANT 

<222> (7) . . . (0) 

<223> cSNP translation 

<400> 1422 

lie Leu Asn Gin Pro Thr Leu Arg Leu Leu Pro Met Pro Glu 
15 10 

<210> 1423 
<211> 14 
<212> PRT 

<213> Homo sapiens 
<220> 

<221> VARIANT 

<222> (7) ... (0) 

<223> cSNP translation 



<400> 1423 

Val Asn Cys Ser Ala Val Cys Ala Ser Ser Ser Val Pro Cys 
15 10 



<210> 1424 
<211> 14 
<212> PRT 

<213> Homo sapiens 
<220> 

<221> VARIANT 

<222> (7) . . . (0) 

<223> cSNP translation 

<400> 1424 

Ala Ala Pro Leu Lys lie Lys Leu lie Ser Met Arg Leu Gin 
1 5 10 

<210> 1425 
<211> 14 
<212> PRT 

<213> Homo sapiens 
<220> 

<221> VARIANT 

<222> (7) . . . (0) 

<223> cSNP translation 

<400> 1425 

Glu Glu Val Glu Glu Glu Gly Glu Lys Arg Met Phe Ser Pro 
1 5 10 

<210> 1426 
<211> 14 
<212> PRT 

<213> Homo sapiens 
<220> 

<221> VARIANT 

<222> (9)... (0) 

<223> cSNP translation 

<400> 1426 

Arg Val Gly Thr Pro Ser Gin Gly His Phe Phe Glu Gly Ala 
15 10 

<210> 1427 
<211> 14 
<212> PRT 

<213> Homo sapiens 
<220> 

<221> VARIANT 

<222> (8) . . . (0) 

<223> cSNP translation 

<400> 1427 

Pro Cys Ala Val Leu Arg Pro Leu Gly Leu Trp Ser Pro Ser 
15 10 



<210> 1428 



# 

<211> 14 
<212> PRT 

<213> Homo sapiens 
<220> 

<221> VARIANT 
<222> (7) . . . (0) 
<223> cSNP translation 

<400> 1428 

Leu Gly Tyr Thr Pro Gin Arg Pro Val Lys Cys Ala Ser Cys 
1 5 10 

<210> 1429 
<211> 14 
<212> PRT . 
<213> Homo sapiens 

<220> 

<221> VARIANT 
<222> (9) . . . (0) 
<223> cSNP translation 

<400> 1429 

Phe Gin Ala Ala lie Glu Lys Lys Asn Ser Cys He Sef Thr 
1 5 10 

<210> 1430 
<211> 4 
<212> PRT 

<213> Homo sapiens 



<400> 1430 
Leu Leu Tyr" Trp 
1 . 

<210> 1431 
<211> 14 
<212> PRT 

<213> Homo sapiens 
<220> 

<221> VARIANT 

<222> (7) . . . (0) 

<223> cSNP translation 

<400> 1431 

Phe Cys Asn Gly Gin Arg Ser Gly Ser Pro Gly Arg Gin He 
1*5 10 

<210> 1432 
<211> 14 
<212> PRT 

<213> Homo sapiens 



<220> 

<221> VARIANT 



<222> (7) . . . (0) 

<223> cSNP translation 



<400> 1432 

Met Lys lie Gin Tyr Pro Ala Trp Pro Arg Ala Ser Thr Val 
1 5 10' 

<21C> 1433 

<2U> 14 

<212> PRT 

<213> Homo sapiens 
<220> 

<221> VARIANT 

<222> (7) . . . (0) 

<223> cSNP translation 

<400> 1433 

Met Lys lie Gin Tyr Pro Ala Trp Pro Arg Ala Ser Thr Val 
1 5 10 

<210> 1434 
<211> 14 
<212> PRT 

<213> Homo sapiens 
<220> 

<221> VARIANT 

<222> (9) . . . (0) 

<223> cSNP translation 

<400> 1434 

Glu Pro Leu Glu Met Ala Arg Pro Leu Ala His Pro Val Ala 
1 5 10 

<210> 1435 
<211> 1 
<212> PRT 

<213> Homo sapiens 

<400> 1435 
Ser 
1 

<210> 1436 
<211> 14 
<212> PRT 

<213> Homo sapiens 
<220> 

<221> VARIANT 

<222> (7) ... (0) 

<223> cSNP translation 



<400> 1436 

Arg Leu Asp Arg Glu Arg Lys Lys Asp Lys Asn Glu Arg Gly 
1 5 -10 




<210> 1437 
<211> 8 
<212> PRT 

<213> Homo sapiens 
<220> 

<221> VARIANT 

<222> (7) . . .-(0) 

<223> cSNP translation 

<400> 1437 

Glu Ser Lys Arg Ser Val Lys Leu 
1 5 

<210> 1438 
<211> 12 
<212> PRT 

<213> Homo sapiens 
<220> 

<221> VARIANT 

<222> (8) . . . (0) 

<223> cSNP translation 

<400> 1438 

Asp He Ser He Cys Gin Glu Cys Pro Ala Trp Arg 
1 5 io . 

<210> 1439 
<211> 14 
<212> PRT 

<213> Homo sapiens 
<220> 

<221> VARIANT 

<222> (8) . . . (0) 

<223> cSNP translation 

<400> 1439 

Ser Leu Phe Ser Leu Lys Gin Ser Ser Arg Arg Thr Lys Thr 
1 5 10 

<210> 1440 
<211> 9 
<212> PRT 

<213> Homo sapiens 
<220> 

<221> VARIANT 

<222> (7) . . . (0) 

<223> cSNP translation 

<400> 1440 

Thr Ser Leu Leu Gin Gly Thr Pro Thr 
1 5 



# 

<210> 1441 
<211> 14 
<212> PRT 

<213> Homo sapiens 



<220> 

<221> VARIANT 

<222> (8) . . . (0) 

<223> cSNP translation 



<400> 1441 

lie lie Leu lie Val Glu Leu Ala Gly Ser Arg Pro Ala. Ser 
15 10 



<210> 1442 
<211> 14 
<212> PRT 

<213> Homo sapiens 
<220> 

<221> VARIANT 
<222> (7) ... (0) 
p <223> cSNP translation 

K l <400> 1442 

11 He Leu He Val Glu Leu Ser Gly Ser Arg Pro Ala Ser Pro 

12 1 5 10 

<210> 1443 

T& <211> 14 

§=*•■ <212> PRT 

s <213> Homo sapiens 

M 

Ia <220> 

?7\ <221> VARIANT 

Ll <222> (8) . . . (0) 

If <223> cSNP translation 



<400> 1443 

Asn Thr Gin Gin Gin Gin Gin Asn Tyr He Arg Trp Ser Leu 

1 ' 5 10 



<210> 1444 
<211> 8 
<212> PRT 

<213> Homo sapiens 
<220> 

<221> VARIANT 

<222> (7) . . . (0) 

<223> cSNP translation 



<400> 1444 

Thr Gin Gin Gin Gin Gin Leu His 
1 5 



<210> 1445 



<211> 14 
<212> PRT 

<213> Homo sapiens 
<220> 

<221> VARIANT 

<222> (7) . . . (0) 

<223> cSNP translation 



<400> 1445 

Tvr Pro Ala His Ala Phe Trp Arg Pro Ser Ser Gly Val Ser 
1 5 10 

<210> 1446 
<211> 6 
<212> PRT 

<213> Homo sapiens 
<220> 

<221> VARIANT 

<222> (7) . . . (0) 

<223> cSNP translation 

□ 

£}■ <400> 1446 

Gly Ala Tyr Ala Gin Ala 

= ; i. s 



<210> 1447. 
W <211> 10 
fLL <212> PRT 
M <213> Homo sapiens 

^ <220> 

Ul <221> VARIANT 

PI, <222> (7) . . . (0) 

«n> <223> cSNP translation 

Q' <400> 1447 

fc^ Ser Thr Ala Leu Arg Ala Asp Ser Thr Gly 
15 10 



<210> 1448 
<211> 14 
<212> PRT 

<213> Homo sapiens 
<220> 

<221> VARIANT 

<222> (7) . . . (0) 

<223> cSNP translation 



<400> 1448 

Arg Val Leu lie Leu Asp Thr Phe Thr Cys Leu Leu Cys Leu 
15 10 



<210> 1449 
<211> 11 



<212> PRT 

<213> Homo sapiens 



<220> 

<221> VARIANT 
. <222> (8) . . . (0) 

<223> cSNP translation 

<400> 1449 

Tyr Arg Gin Val Asp His Phe Pro Gin He His 
15 10 

<210> 1450 
<211> 14 
<212> PRT 

<213> Homo sapiens 
<220> 

<221> VARIANT 

<222> (.7) . ; . (0) 

<223> cSNP .translation 

<400> 1450 

Lys Leu Leu Val Cys Asn Met Met Asp Val Ser Pro Met Ala 
1 5 10 

<210> 1451 

<211> 14 

<212> PRT 

<213> Homo sapiens 

<220> 

<221> VARIANT 

<222> (7) . . . (0) 

<223> cSNP translation 

<400> 1451 

Asp Trp Asn Ser Ser Lys Thr Thr Val Pro Leu Asn Met Pro 
15 10 

<210> 1452 
<211> 14 
<212> PRT 

<213> Homo sapiens 
<220> 

<221> VARIANT 

<222> (7) . . . (0) 

<223> cSNP translation 

<400> 1452 

Leu Ser Glu Ala Pro Gly Ser Leu Pro Gin Pro Leu Ser His 
1 5 10 

<210> 1453 
<211> 14 
<212> PRT 



<213> Homo sapiens 



<220> 

<221> VARIANT 

<222> (8) ... (0) 

<223> cSNP translation 

<400> 1455 

Thr He Lys Ser Ala Val Ala Ser Gly lie Ser Leu Pro Arg 
1 5 10 

<210> 1454 
<211> 14 
<212> PRT 

<213> Homo sapiens 
<220> 

<221> VARIANT 

<222> (8) ... (0) 

<223> cSNP translation 

<400> 1454 

Pro Asp Arg Val Gly Arg Gin Ser Leu Lys Ser Ser Leu Glu 
15 10 

<210> 1455 
<211> 14 
<212> PRT 

<213> Homo sapiens 
<220> 

<221> VARIANT 

<222> (8) ... (0) 

<223> cSNP translation 

<400> 1455 

Val Cys Thr Ala Arg Ser Pro Ser Val Arg Ser Ala Arg Ser 
15 10 

<210> 1456 
<211> 6 
<212> PRT 

<213> Homo sapiens'" 
<220> 

<221> VARIANT 

<222> (7) . . . (0) 

<223> cSNP translation 

<400> 1456 

Asn Gin Glu Gly Asp Phe 
15 

<210> 1457 
<211> 14 
.<212> PRT 
<213> Homo sapiens 



<220> 

<221> VARIANT 
<222> (8) . . . (0) 
<223> cSNP translation 

<400> 1457 
Leu Gin Val Pro Ala Val Thr 
1 5 

<210> 1458 
<211> 14 
<212> PRT 

<213> Homo sapiens 
<220> 

<221> VARIANT 

<222> (8) . . . (0) 

<223> cSNP translation 

<400> 1453 

Ser Val Gin Arg Val Arg Gin 

1 -5. 

<210> 1459 
<211> 14 
<212> PRT 

<213> Homo sapiens 
<220> 

<221> VARIANT 

<222> (7) . . . (0) 

<223> cSNP translation 

<400> 1459 

Thr Ala Glu Glu Met Tyr He 
1 5 

<210> 1460 
<211> 14 
<212> PRT 

<213> Homo sapiens 
<220> 

<221> VARIANT 

<222> (8)...{0) 

<223> cSNP translation 

<400> 1460 

Ala His Gin Gly Asn Leu Ala 
1 5 

<210> 1461 
<211> 14 
<212> PRT 

<213> Homo sapiens 



Gly Leu Thr Pro Gin Pro Val 
10 



Ser Val Lys Asn Leu He Lys 
10 



Tyr Leu Gly Asn Met Asp Leu 
10 



Pro Val Phe He Ala Met Gin 
10 



<220> 

<221> VARIANT 
<222> (7) . . . (0) 
<223> cSNP translation 



<400> 1461 

Pro Gly Glu His Thr Pro Cys Trp Pro Leu Pro Arg Pro Ser 
5 10 



<210> 1462 

<211> 14 

<212> PRT 

<213> Homo sapiens 

<220> 

<221> VARIANT 

<222> (7)...(0) 

<223> cSNP translation 

<400> 1462 



Arg Met Leu Asp Val Leu Gly Leu Ser Thr Ser Cys Arg Cys 

5 10 

<210> 1463 
<211> 14 
<212> PRT 

<213> Homo sapiens 
<220> 

<221> VARIANT 

<222> (8) . . . (0) 

<223> cSNP translation 

<400> 1463 

Val Asp Glu Leu Pro Val Gin Ala Gly Ala Ala Thr Gly Ser 
5 10 

<210> 1464 

<211> 14 

<212> PRT 

<213> Homo sapiens 

<220> 

<221> VARIANT 

<222> (7) . . . (0) 

<223> cSNP translation 

<400> 1464 

Ala Tyr His Ser Gly Tyr Glu Pro Thr Ala Pro Ser Thr Gly 



10 



<210> 1465 
<211> 14 
<212> PRT 

<213> Homo sapiens 



<220> 



t 

<221> VARIANT 
<222> (8) . . . (0) 
<223> cSNP translation 

<400> 1465 

Val Met Asn Asp Leu Ser Gly Glu Pro Trp Thr Arg Arg Pro 
1 5 10 

<210> 1466 
<211> 14 
<212> PRT 

<213> Homo sapiens 
<220> 

<221> VARIANT 
<222> (8) . . . (0) 
<223> cSNP translation 

<400> 1466 

Arg Lys Gin Ala Val Arg Leu Arg Arg lie Phe Ser Ala lie 
15 10 

£3 <210> 1467 

yl <211> 8 

Q. <212> PRT 

^ <213> Homo sapiens 

fn 

rt <220> 

^ <221> VARIANT 

j^- . <222> (8) . . . (0) 

H <223> cSNP translation 

M <400> 1467 

M . lie Asp Ala Leu Arg Gly Arg Ala 

ry 1 5 

m 

f ^ <210> 1468 

<211> 11 
U <212> PRT 

<213> Homo sapiens 

<220> 

<221> VARIANT 
<222> (7) . . . (0) 
<223> cSNP translation 



<400> 1468 

Ser Cys Arg Phe Arg Glu Ala Thr Trp Ala Thr 
1 5 10 



